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a^wT i 1 2 r j^tr^ 1 ^ ^ * - * 

(2) @B?ij##: i 2 7 (VA130.-VL) 

(3) BB?!I#-§-: 1 2 9 (VA259:VL) 

(4) ge^iJ#^- : 131 (VB17B • VL) 

(5) mm-W: 1 3 3 (VB12B:VL) 

(6) IS#j#-§- : 1 3 5 (VB140 ' VL) 

(7) E3rIj#-§-: i 3 7 (VB33- VL) 

(8) @e^iJ#^- : i 3 g (VB45B-VL) 
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WM2 0 0 3 - 4 1 5 7 4 6 : \\/ 

(9) iBJ!I#-§- : 141 (VB8B : VL) 

(10) BB9U#-f - : 143 (VB115 • VL) 
{IDWM^ : 1 4 5 (VB14B ' VL) 
(12)BB?!l#-§- : 120 (VB22B : VL) 
(XS)W&m j % : 1 4 7 (VB16 : VL) 

(14) BB?lJ#-^ : l 4 9 (VB157 • VL) 

(15) @S?iJ#-§- : 1 5 1 (VB4B • VL) 

(16) BB3ni#-§- : 1 5 3 (VB51 • VL) 

(17) @e^iJ#^- : 157 (AB317 • VL) 

(18) M2^!J#^- : i 6 1 (AB324 ' VL) 

(19) ME^J#-^ : i 6 3 (TA136 I VL) 
[0 0 2 9] 

(V) 

m^TZ's!) 5 (VA7:HiKDR1 ^ 2 ^ 3) * 6 0. 6 1 , 6 2 (VA7: 

8 (VAl3 ° :m 2 ^ 3) , 6 3 . 6 4 , 6 5 (VA1 

ffiTft^ 0 ; ) X (VA259; ™^ 2 ^ 3) . im: 6 6. 6 7, 6 3 
raSTi^^i r (VB17B ^™^ 2 ^ 3) . 6 9, 7 0, 7 

fS^CDRl,^^ ) 7 (VB12B: ™^ 2 ^ 3) . raw: 7 2 , 7 3 , 7 
f^ScDRl, 2 9 3 )° (VB140 '' H ^ ^ 3) , S^: 75. 7 6, 7 
StlcDRl^ a*) ^ (VB33: ™^ ^ 3) , Wtf: 7 8, 7 9, 8 0 
ff^VmmuYl] 6 2 > 3).^:81, 82, 8 

WB:!lcDRl, 7 2 3 8 i 29 (V8B: ™^ ^ 3) , 8 4 , 8 5, 8 6 

9 W ffi!iiS: 2, V ) 3 2 (VB115 * 3) * : « 7 . 8 8 . 8 

2 U ffi!i^: 2 3 V ) 3 5 (V14B : " * 3) * ^' J# - 9 0 . 9 1 , 9 
( 5 12 S # :t,icDRi; 3 V f 8 (V22B 1 mCURU * 3) * ^3.94,9 
T^mmS^S^ 1 (VB16:H ^ 2 > »,i»f: 0 6, 9 7. 9 

i 1 ofJS 7 \^ 8 i 4 3 S mi57:mCdRU * 3) ' i°o, 

(15)E?IJ#^ : 4 5 , 4 6, 4 7 (VB4B : H&CDRU 2, 3) ES|j*-& • i o 9 i n q 
.10 4 (VB4B : LMCDR1. 2. 3, ) % BfiM*^ .10 2, 103 

C18)IB^IJ#^ : 5 4 , 5 5. 5 6 (AB324 : HilCDRl. 2. 3) IR?!l#-& • i i i i i o 
> 1 1 3 (AB324 : L^CDRl. 2. 3) ' .111. 112 
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(19)E3FUW: 5 7, 5 8. 5 9 (TA136 
> 1 1 6 (TA136 : L^CDRi, 2 , 3) 

[0 0 3 0] 
(VI) 

^TO(l)-(i9)o^r*L*OBa3F!l#*»z|B 



12/ 



iwcdri, 2 , 3) , mm^ 



114, 115 



8 
0 
2 
4 
6 
8 
0 
4 2 
4 4 
1 8 
4 6 

4 8 

5 0 
5 2 



(VA7 : VH) , 
(VA130 : VH) 
(VA259 : VH) 
(VB17B : VH) 
(VB12B : VH) 
(VB140 : VH) 
(VB33 : VH) , 
(VB45B : VH) 
(V8B : VH) , 
(VB115 : VH) 
(VB14B : VH) 
(VB22B : VH) 
(VB16 : VH) 
(VB157 : VH) 
(VB4B : VH) . 
(VB51 : VH) . 
(AB317 : VH) 
(AB324 : VH) 
(TA136 : VH) 



ie^JH-^- : i 

> M$\m^ : 
: i 

. m^m-^ : 



7 
9 
1 
3 
5 



(VA130 : VL) 
(VA259 : VL) 
(VB17B : VL) 
(VB12B : VL) 
(VB140 : VL) 
1 3 7 (VB33 : VL) 
1 3 9 (VB45B : VL) 
4 1 (VB8B : VL) 
•'143 (VB115 : VL) 
•14 5 (VB14B : VL) 
: 1 2 0 (VB22B : VL) 
1 4 7 (VB16 : VL) 
: 1 4 9 (VB157 : VL) 
15 1 (VB4B : VL) 
1 5 3 (VB51 : VL) 



1 5 7 
1 6 1 
1 6 3 



CAB317 : VL) 
(AB324 : VL) 
(TA136 : VL) 



mmfrbb&jftfti (VB22B:scFv) 



(4) i2?ij#-f- : 

(5) E3Fij#-^ : 

(6) mm&-%- : 

(7) BS?!|## : 

(8) m$m-% : 
O) : 
(io)mm-^ : 

(n) BB3FiJ#-s§- : 

(12) mm-% : 

(13) mm-% : 

(15) se^ij#-§- : 

(16) mpm-% : 

(17) IS»^: 1 5 5 

(18) Me$w§- : 159 

(19) mm-% : 162 

[0 0 3 1 ] 

(VII) 

i 2 2tcfB«or^y 

[0 0 3 2] 

(VIII) 

2{cie«cor^y 

[0 0 3 3] 

(IX) 

[0 0 3 4] 

275. toller. MJ, andlaltl f (ml^T^ V' ^ (l " 5) Gene 152 > 27 * 
t al. (1984) Nucleic Acids Res 1 a S/^ 01 ' 10 °' 468 - 500 ^ Kramer ' »• e 
ods. Enrol. 154, 350-367. KuW T lh^ ^ ^ !' ^ FritZ HJ(l987) Meth 
. Kunkel (1988) Methods B^^^lf^^^ Sci USA - 82 > 488-492 
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HKBI* (VB22B:sc(Fv)2) 



#12 0 0 3 -4 1 5 7 4 6 : 13/ 

, I. U M, F, P, W. Y, V) % ^7X^7 5 7^ (R, D, N C E 0 P V / / tV 

fT$ m VK^fJh£? u » - *Jw^-«*%*T^« ( 

[0 0 3 7] 

SHIVOSfK-, T7-tag, HSV-tag, E-tag, SV40TSlM«WK-, lck tag, « -tubul inOBf 
B-tag, Protein C ©Bf«-»O^»0^^f- C t#rl S *5? iai^ 

1o 0 3 91 IM'^^KiistiitWIs. *-rr-sr*» 

Toot of 0 **^«:#«i-©J:aaS£#4-SL^* 0 

2005-3003389 



#® 2 0 0 3 -4 1 5 7 4 6 . M/ 

[0 0 4 1] 

« ««£«» B r^??r L r ** £ < «5wBo*r.*?£? 

^[ 0 0 4 2^ ^ ""^^ ^ ^ ^ * ^ -^S^ i tL & „ 245# E ^ 

[0 0 4 3] 

»i (VII) 2 fc tt (viil) ©St#**tf* tJ44 i ( I} ^ L < 

[0 0 4 4] 

-^a --fi* (Sambrook,J et al.. Molecular Cloning 2nd ed 9 47-9 58 
Cold S_pn„ g Hartor Lab ^ ^ tt*Wf K * < ft*****,*'* 

ill i„ v » : ?rr 3 Lrii, i. y > h **fw*H- 
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#02 0 0 3 -4 1 5 7 4 6 . , K/ 

**oo?7i PGEM - T - ™~ ±E " 

(Ward* Nature (it) l^^"!;'- 
(Better?,, Science (1988) 240, 1041-1043 ' i^Jrl^nf? f?* 

[0 0 4 8] 

[0 0 4 9] ° 

>.P5322). pEF , pCDM8, . aSM**^^^^ T ? 
irus expression svstem I (&"Tinm±t.i»a\ n Z x ^*- t3: 1 oac-to-BAC baculova 

m^mu p«2K S4**^Kk " 8 «k*f a „* w *r ( 

1979) 277, 108) , MMTY-LTO^ D ^->_ p„ i ° / _ /, Mull ' gan,i - Nature ( 
Acids Res. (1990) 18 5322) ruv-rr,2 „ " 1 * ~ (Mizushima?., Nucleic 

tt^^'ritl S S ****** *fc&*U,> 0 ioj:^ W* 
#*W&*1* 0 P ^ PDR2 ^ PBK ~ RS ^ pBK " CM ^ P° PR SV, P0P13** 

[0 0 5 1 ] 

ffilE#2 005-3003389 



2 0 0 3-4 1 5 7 4 6 lg/ 



SftXxB* (dhfr) »te^*^c:^«I" (Ecogpt) Afe ^ ytKD 
[0 0 5 2] 

[0 0 5 4] 



JO 0 5 7] 

>r-s ».« ™ti t, as „ ; a c, nmmxamm k a as t * # v 
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#12 0 0 3-4 1 5 7 4 6 . ly 

[o of i] ^^tt*^ a „ 

„ I , \ ">y*ffiv»4it#tia (Vicki Glaser SPFrTRliM p- 

at .l o .. o Bi^r w ^^^*/** K **^*^> ®ert. K.M. 

Nature (1985) 315, 592-594) „ «*«»4-tnS4 (Susumu, M. et al., 

[0 0 6 0] 

[0 0 6 7] Maetal., Eur. J. taunol. (1994) 24, 131-138) „ 



aracter.ation: A Ubor^^ g * 

ring Harbor Laboratory Press, 1996) „ £ Kh<D* u % \%^VZit ^ 

OS, SepharoseF. F. (Pharmacia) W^if^i 7 A fc LT * Hyper D ' P0R 
[0 0 6 2] ° 




- 1 K «£ 1? , ftjfe 
[0 0 6 3] 

UilE#2 005-3003389 
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^®«slfititijf t ig t4 ,t )last)l . l , llpl#>/ ^ SS:SJ|loJstaj! « 

[0 0 6 5] 

' lo o el] **v>tt***, *A-**tras*.*„ 

[0 0 6 7] 

"» Si™"*!?**** P3(P3x63A g8 . 653^11^. 



(1979) 123 1548 i<wrt M M , , 72, ™ ^oxodAge.bM; u. Immnol. 

o ogy 1 78) 81 l 7) \^ ^ ' T ° PicS in Aerobiology and Imn.ua 

76)6 511 519) J, m 6 n r - ^ ^ Milstein, C. Eur. J. Immunol. (19 

lb) b 511-519) , MPC-11 (Marguhes. D.H. et al., Cell (1976) 8, 405-415) SP2/ 
0 (Shulman, M et al., Nature (1978) 276, 269-270) , F0 (deSt Groth S F et 

(197 i LT3 3 S' 2 - r 21) * 5194 ^wbridee^I.t^ Esp^a, 

immK^i^ * ( lfre ' G - et aL> Nature (1979 > 277 ' 131 -!33) * 

[0 0 6 8] 

1) 73. V K Vc%^>* »* andMUstei "' Methods E„ ZW1 . (198 

[0 0 6 9] 

T^I^)^^ (PEG) . *>*r 

tBiE# 2005-3003389 



#M2 0 0 3 -4 1 5 7 4 6 ^ v . ig/ 

[0 0 7 0] 

[0 0 7 1,] ° 

[0 0 7 2) *™ , - ffiL< * , ' > »lSS^»J%*R*1-*, 



[0 0 7 3] 
[0 0 7 5] 

. 1990#HB) o J> Blochem - (1990) 192, 767-775 
[0 0 7 6] 

Chirgwin, J. M. et al., Biochemistry 0979^ 5 1™f ^T^*** ( 

. P-et al.. Anal. Biochem. (1987) 162 \Z \la{ % PC ^ (Chomcz ^ski 

A Purification Kit (PharmaciaM il^^ifJ 1 ^ ^^NAfrP^U mRN 

rep mRNA Purification m fPh LT B »©^*W«^4 . QuickP 
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: 20/ 



[0 0 7 71 

Reverse Transcriptase First-strand cDNA Synthesis Kit (£tfb3*xam«) ^£fflv> 

ir^r^i2f A< ^** J:0rJ,,W * ff ^ K: ^ 5'-Ampli FINDER RACE Kit (Clontech 
«) i^WCRMWcS' -RACES (Frohman, M. A. et al.. Proc. Natl. Acad Sci US 

A,eta1 -' " AcidsRes - (1 « 

[0 0 7 8] 

* 2 ^ - ; ^ ~= ~ * ° * " * ~ * * * * $ * * - & tr 

v> (WO 94/11523 -^<2r$R#HS) 0 wmt^wKcj-ert * j; 

[0 0 7 9] 

[0 0 8 0] 

^ BaF3 ^ ^CP-2 N CTLL-2, DA-1, KT-3* 

[0 0 8 1 ] 
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^12 0 0 3 -4 1 5 7 4 6 ^ 

^-v : 21/ 

«m(cell-basedTsay)^4 V^^L* *V«»(cell free assay 
[0 0 8 4] 

mtE#2 005-3003389 



#020 03-4 1574 6 . ^ 

[0 0 8 5] 
[0 0 8 7] 



[0 0 9 0] 

1.1 Mpl&3iBaF3ifflJ&f*0»:£ 

tcfflet' SSrS?^ 6 ^',' 1985 ; 41 : 727 " ?34) «^ank#ML005373)*PCR 

*^«tt*»™ *fcJa**> * L^jTiu 1994 - ; 3 i , : 371 - 381) w ^i n »tt a 

^ tAu;.» a ^y, pC0S2(-;>n-^v^L, pC0S2-hMpIful 1 S«® L 

*^*-^*'W»IA*pC0S2 ( CJ»AU pC0S2-monkeyMplfull/«» U 
, P»sLutwftul«S~^ 010823) * PCRCi """^ PC0S2 K#At 

tb§E# 2005-3003389 
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: 23/ 



g/mL-? V X j y ? j /m-p Tr _o p 

nvitrogen*±S0, 1M mamitroLnftmiltZ^* 1 ^ ' °00^ g/aL GeneticinCl 
(BT, BaFSnnonkey Mpl) * iS^^ilj^SlS J 

[0 0 9 1] 

1-2 Mpl^CH0«$c<7)^£ 

monkey Mpl His* i E/pCX»3- a ouse ^SilSS^U^ PCM3 - hMpl - His - P^XNDS- 
[0 0 9 2] 

Phosphate Buffer. 0.0 *(v/v) ZST iT^T ?W K «****«C 50.M Z 
«*fUClB -Agarose (SIGM-aSr cw« 5 , 0 £££2 J ! f J,? ** V,T » B "-*- ®* 

1.4 fcblfol-IgGFcIte*>^» OM 

1991 ; 266 : 23060-23067) Kfto^cSSn * JT" 6 W ^ Be ™ett * , J.Biol. Chem. 

Fc***Lfc. ^*«*fc^£pCXND3,c*n-^>^ U pC XND3-hMpl- 

^ Gene Pul ser „ (Bio-RadM) *^T1. 5kV, 

ffiiE#2 005-3003389 



#M2 003-415746 

24/ 

(CHO-hMpl-Fc) **£Lfc e iMi ^(4DxtIfe U shMPL-Fc^CHOIffl^^ 

**±»*Q Sept! £ t F^ ^ ; ham h B Pl - IgG tfc. 

tt}&£HiTrap proteinG HP#5A (Amersham ni« ■ P« •6)^^T^L/c„ ^ 

M Glycine-HCl, 150 mM NaCl 0 on? ^K*****^ 0.1 

*ttv>T, PBS(-), 0.01% (v/v) TWor«^ : 0l f n f^ham BiosciencesttM) 
^hMpl-Fci^f * 0 TweertfOkg^^^ LfcTfT#iBlfci ^ 

[0 0 9 4] 

1.5 shifcl-FUGOftig^j;^^^,, K _ 
MRL/MpJUmmCrj-lpr/lprv^x ffiiT J/i 

h ft^T y (H3 7 1 f "* h L * • * H A*«100^ g/2E <7> shMPL-FLAG 7 £ 

Glycol 1500 (Roche Diagnostics^) * 

^ ^*^Mv>TshMpl^ 

[0 0 9 5] 

1-6 hMplJfc#:ofl?;frf 

!T ^ G (gamma (ZYMEDttJSQ £ ffi w- ^ ^ ^J^J. \ / y * r * - ^ a? 

^j****** 61 - ^«i^5i?To? 0 m phPad Sof tware ' usa) * 

*(w/V) ^)^ l ^ <0 ^J^ff 1 J ^ (O.lmMNaHCOa (pH9.6), 0.02 

offer (50mMTris-HCl( P H8.1)/i^ M gCl 2 l^^^^'T^^^ Dilue *t b 
v) NaNa, l %(v/v) BSA) KT^n ^^JS? ^ °-°5«^/v) Tween20, 0.02*<„/ 

; Alkaline phosphatase^^ L T -f y ^ ^ L 7tf^ 
Lfc. ^SIGMAl04(SIGM-ALDRICm^^ i^l^1 &t 
M NaHC0 3 (pH9.8), 10mM %C1 2 ) 1 7 ^ Sub strate Buffer (50m 

(Bio-RadttM) kTM^t/' ^ ^ 405nmOl8bta: ^Benchmark Plus 

[0 0 9 7] 

shMp 1 -FUG* J: OTiMPL-Fc fc: *H- * 4±^o^ , . „ 
^^l^Ml M ^^f^^f^^ >ff«L*:. MtTtshMpl- 
>^a**Tofc 0 K'*o*i?;iI?^:. Dilufint buffered 

e HiosphatasefcKLfcttv**!^ Alkalin 

5o**#ttJ Lfco ^ M05,u,O «***»«L, GraphPad '?tM^XBC 

tB§E#2 005-3003389 



#112 0 0 3 -4 1 5 7 4 6 . 2g/ 

[0 0 9 8] 

CHO-human Mpl £ tz fiCHO-monkey Mpl £ EJ/v ? i t1 n 6 i «, / t ,~ * * v - . 

"W.'Vi' scatter) ^^*^^*y-T^^f wm 

-(InvitrogenttS) tWmiSSKw « £ ' o 10 ,V e n i-of'? 6 S " U 
[0 10 0] 

" [?r 0 c tr u pbs ^w^ (ph9 - omc 

1.8 Sfcfc hlfolgfc#VB22BO.xtf h 

«*» XL-80 nifrL.!? •? /. , 2J *™**<*t=«f-»* BUR L.36:. Son i cat ionic J: t) 

3D , W tt^l'ffi"? SSjSJffll* 1 *' S6KMG7 «ln26^AIa2 

Jt.fc 0 ' VB22BWil = ^-^ttGln213*>e,Ala231«19T5ySlcKS* 

(0 10 3] 

1.9 stk Mi P ia;#vB22B©ttaa#; K soEiE.isacsa9»«f 

HiBE!^2 005-3003389 
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26/ 

A-e*^^ 

-t*fc MbWgG Fc**,£"^ Sensor Chip 

**U Sensor Chip ^>-\Si? 2 * IgG ?^ 10mM NaOH*l5»W*JD Lt 
: Mmi20 M L/mintLt- BIAp™?, ^ , T ~ * l^HBS-EP Buf fer £/gv> 

#*Sfe* (KD) ttl.67±0 713X10 45J f #£BL;to *°*** 72226 ^ 
[0 1 0 4 J ® 7: ° 

[0 10 5] 9 ° 

2.1 tnlt hMpmfauJ^^f n __ ^ 

*oTi|MBL^ 0 Total RNA ( ±^e a s y Pllt u " + ?^ KT-PCRjfcK: 
10 10 6] 

l//g<7)Total RNA^r^fflJ r smart pan? hma . , 
[0 10 7] 

5 [i L(7) 10 X Advantage 2 PCR Buffer 
5//Lc7)10XUniversal Primer A Mix" 
0. 2mM dNTPs (dATP, dGTP, dCTP dTTP) 
1 /^Advantage 2 Polymerase Mix 

2- 5, L*««^£S** ttV,r * * CLONTECHtt^) 
[JToT** " ^ ^ ^ ^C-IgG2b^ kappa 
94 < C<5DM^ atCT30#FB ^ 

O0ONA.al.er <P^ Elme^^ AB! 37 

^ ■ U8 ^ ± O'UITOM (JKT\ VB22B-VL) cO&SiB 

&§E#2 005-3003389 



#12 0 0 3 -4 1 5 7 4 6 . 2?/ 

2.2 tftt: MWpl^Diabody^^^^-^-f^ 

7° 9^-7-33 • mrp rip*,.*.* . 7 ~^ f ^ ^ * "3 ^a^ltL7t 0 VB22B-VL<9 

- K?*tt»EW*Jr ^^yaAspAsp AspAspLys/E^J** : 1 7 2)*n 
[0113] $ ^^ N0t ^^^*J:d^^ftL7t o 

PCRM)S^^(50^ L) 
5/<LO10XPCR Buffer, 
0. 4mM dNTPs (dATP, dGTP, dCTP dTTP) 
2. 5a- y h ^DNA^ «;>5- -HTaKaRa Ex\aq 

R 10pmole ^^^^^^K70.115HF, 33.11^4^^.1!^ 33 • 115L 
[0 1 14] 

94TC/15W. 68r/2^F^<7)^^^;^ 28 U ^ 

5^ L^IOXPCR Buffer, 

0. 4mM dNTPs (dATP, dGTP, dCTP, dTTP) 

2. <£>DNA*K y * 7 - -trTaKaRa Ex\aq 

iSTlf*** " * ™> • 115HF. 33 • 115LR 

94<C/15#H^ nXM&nwjf^^^ 

ffiffiE# 2005-3003389 



#02 0 0 3 -4 1 5 7 4 6 . 2g/ 

[0 1 1 8] 

2.3 Sfcfc MfelSi;#sc(Pv)2l&il^^y-oftSl 

PCRSJE*jft (50/< L) co« ^^^^-/ Q 
5//LCO10XPCR Buffer, 
0.4mM dNTPs (dATP, dGTP, dCTP, dTTP) 
2. 5a_^ ODNA # ,; * 9 _ ^fx^ajja Ex \ aq 

10ng(?)pCXND3-VB22B db. ^ > 

^^l^A^^v^Ym^i^ sc-rL15^sc-fL15, 33 • 115LR ( 
[0 12 1] 

94XV158>RU 72TC/2*|flo-9->f^^t5iaStt 
94t/15»M, 70TC/2*Mo-9-^ *** 5 E0M 

** K a©** * 72 1 ^sfl-M ft* L 0 ^ 

5//LC910XPCR Buffer, * * ° 

0.4mM dNTPs (dATP, dGTP,- dCTP, dTTP) , 

mBE#2 005-3003389 
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29/ 



2. 5*=^ ©DNA# y ^ 9 - ^TaKaRa Ex Tag 

[ImT**^ ^* * ^ K7 ° ' U5HF ^ 33 ' 115LR 

94T:/15»W, 68TC/2»Ho-9--f^^ t2 8BIR« 
[0 12 4] ^i^u.».U7L, 



f- K^*JS*BPWlT*Wtt^*Tu.^ 3Hto^- £ (Gly 4 Ser) sfrhj&Z y 



[0 12 6] driTO 
PCRKJEffiF* (50^ L) <D®.m % &bzm-f 
5/.LCO10XPCR Buffer, 
0. 4mM dNTPs (dATP, dGTP, dCTP dTTP) 
2. 5i- ? h ©una* y * 5 - -tfTaKaRa Ex\aq 

10 / /gOpBacPAK9-scVB22B, «*-tx*:j . 

To i f ?] 2t:T ' 5 ^^* n ^ L?to 

^m™^? 61 Extraction Kit (QIAGENM) **„>T, r*n- 

cPM9-scVB22B*f.fS B»*ffr*E«Lfe 0 P Ba 

pBacPAK9-VB22B sc /J "j££f I Tf kL *^ BURL****** U 

v^rajettSi; TtfffcLfc&fc, QIAquick Gel Extraction Kit (QIA 

miE#2 005-3003389 



&M2 0 0 3 -4 1 5 7 4 6 ^„ . Qn/ 

I 0 1 2 9 J 

iUx-XMifc L, ^CHOaW wiT? ^5 ^HO-S-SFMII^ (InvitrogenM) K 
[0 1 3 0 J 

Mid ^™«=ML^^ ft ^*^"^ T ^^^^*:. (10 
T10*«OH«| W ^ it 

mm (InvitrogenM) fcJn* ^^*t^* Bfi *^ FBS£r-^tfDME 

2.5 i&Si^tfOgfct 

corrttS) *i™£ ^ ^^ B J AcOr f 00 ? (Bia —ttM) ^Sensor Chlp CMS ffi^a 

2/33073, W002/33072#JRO *Sfl L sc(Fv)2r o^S^I^ n ° f ^ dbl 2ElO(WOO 

[0 13 2] 

2.6 fitu hMp 1— >^ffl[fii:#oJ»» 

50 mM NaCl. 0.05% TVeen20T?«)fc L^?^*^**^ 5 ° ^ Tris "HCl (pH7. 4) , 1 

M Tris-HCl ( P H8. 0) HiS 2^nf ^l®***' ft*^ 

oscience 

(PH6.8) ^^C4" 0 ^ '^im 
**V>T»**, HiLoadle/60 W^^*^*^^ 0 R^^R 
CI (pH7. 4) , ISO^NacTo.oTL^ 50 *M Tris- H 

ISOmMNaCl, O.OlKTween 80£^ffl lX ' { 20 (pH6 - 0) ' 

tBIE#2 005-3003389 
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^-*J: 31/ 



2.7 Flow Cytometry}; U^t hMpl-^^co^^^^ 
CHO-humanMpK CHO-monkey MpliS J: tfCHO-mouse Mpl *BJRU lxl0 6 cells/mLKft £ 

i > .KFACS Buffer (l» FBS/ PBS)fcJM|Lfc 0 100^ L/well t ft « J: ^Multiscreen - 

i!?™^, 1 ^ ^-t^^O^MKJE**^,, «^200^Lc^FACS buffer C 
rimi5fe*U 10^g/mL<7)ANTI-FLAG M2 Monoclonal Antibody (SIGMA-ALDRICHtt^) 

JS^w^SSIIS?**^ ^^ 200 ^ L( ^ F ACS bufferK-C«lll&*l0ft»Lfca/ 
SfJ?. L i; FIT 2^^^^ IgG ^ (Beckman Coultertt») **JdU *±fcT30 
£; ^ , 7 **»=*^L±fl|*B>S, FACS Buffer 400,«LM*f U EPICS ELITE 

^ 2j^i?* e ^* fflV4 " rF ! OW ^^y^^o «T*»a* (forward scatt 
er) RX>myfm^± (side scatter) h ^7 A fcT&*Bfl&gEBK$»r- h fctSbeLfc 

o 

[0 13 5] 

^TfhlT^ C -i 2 * m ^ X " 4^1*»a$*fcCH0iBII&C#-f-4«f^ett*»F 
jjffiLfc«r**EI2Kax-*- 0 1i±ffl|&^**CH0i3J:VCH0-mouse Mpl K# LTI± 

^ST-? 0 *" 1 "*^ 11 MP 1 ^^ ^HO-monkey Mplfc#Jlfi<Jfc:*&^ & £ £#5|g$*ut 0 £ 
[0 13 6] 

2.8 Sit hMpl-«^#:<7)TP0#Trr-7> hr&tt<7)ff-fffi 
TP0«ftii5i*7Kl-BaF3-human Mpl * tz fiBaF3 -monkey Mpl *fl§v>TTP0fllr =f-^ h 

[0 13 7] 

orSSt 1 */ 6 ^ 1 ?° Vine Serum ( Invi trogenttS!i)*^tfRPMI1640 (Invi t rogenfr M) T? 
*m , : , 4X10 cells/mLt ^^» «t"5^10* Fetal Bovine Serum SrllrfrRPMIl 640 KM 

f n^*^ 7 !! 1T "l 6we11 p late ^&L£ 0 rhipo <rh>i±«), cosmm±mttn±m 

uZ^?J^)r^n KWMm *-* 37 ° C " 5%C ° 2 ^^ 24B#F B ^#L7to 10^L/ 
well^WST-8^ (Cell Count Reagent SF, ?>f -jr* *tt») Ztoz., KffefcBenchm 

S*r^S \iSS??** (WW655m) * aiS6L ^ 2#W**fcK, #£450 nm<^ 
2^«*«Jb*»^ 4fc GraphPadP 

[0 13 8] 

ifc, W0«ttiim^^1-li haiflL^m^T^^M-07e(DSMZJ: «A)*«fflLT 
2^^-^®tt*«MifiL3to M-07e£l% Fetal Bovine Serum^^tfRPMI1640T'2il^ 
W-LTz^ 5x10 cells/mLt ft£ J: -5 fclOX Fetal Bovine Serum «-£trRPMIl 640 H M L 

; 50 ^ L/ !f! 1 " e96w I 1 l platelI ^ L/Co rhTP0 ^ OS7«*-t***:tt»«ao«**« 
l^f** 1 !* 50 ^*- 37TC, 5XC0a*fl:T-C, 48B*m**L*:o lO^L/wellT'WST-81* 

^-r^n Z^iS^L^ ** D ^ ftf^Benchmark Plusfcffl 

[0139] 

«^L^VB22B IgG, VB22B DiabodyjS J; CFVB22B scCFV)2*fl§v>T, BaF3-human MpK B 
aF3-monkey Mpl M-07eT^TP0^r=r^^ HStt*»HffiLfc»*«:-e*Lf #iH 3 , B3 4 , 

(W002/33073. W002/33072#BB) 
° Sf^9^? k A 1! f^ B *^*^ 78228 IgG feaF-hunan l<pl EC50 :>30nM) 
^^ fify Dl S°S?f I™ 28 sc ( F v)2f^V^T^^ h©tt(BaF-human Mpl EC 5 
Lm^ H^I h^*22°-^^ TP0(BaF-human Mpl EC 50 : 7 

6pM)fcR*U±«>»te*^L*: 0 VB22B D i abody tit^th T VB22B sc(Fv)2«V^tt^^ 

mSE# 2005-3003389 



#02 0 0 3-4 1 5 7 4 6 . 32/ 

, L r ^ Hire *2?E?* - > 3 ****« K i „ £ < §£4b L 

Meat lw-*®m*imn fu^ n*^^^' 7 ^ 

[0 14 0] " 

2.9 SEK hMpl-*g|ft;#: Wl ; |.^(. 

JHToP027(Ho^s6 J. Immunol. 1999 ; 162 . 224-237) t*v»«BH4 4J $o - i^ST 
[0 14 1] 

, 50baseS*o^* y ^**&20basee*>W 7? 74 X+z 1 n 

,^**?Jf P CXND3 *-^ n ^->^L. P CXND3-hVB22B sc(FV)2£ffe» I X *-^T 
[0 14 2] 

(MiM 3 ] AGSfcK <fc ^fcLMpl^DiabodyO^ 

[0 14 3] 

3.1 ^^^^;^^7^^,J^ 

[0 14 4] 

PCRMJS^^(250^L)O«^^^^^- o 
25^L<7)10XK0D Plus Buffer, 
25//L02mM dNTPs (dATP, dGTP, dCTP dTTP) 
10 M L<D2.5nM MgS0 4 
7. 5^ L<0 K0D Plus 

^leOIiUttUI^W^^ primer 

ffiSE# 2005-3003389 



#M 2 0 0 3-4 1 5 7 4 6 ^- v : 33/ 

fz i> <DZ&m u Lf! <Omi x P rimerfiLSl-LSl7 (I5»-§- : 2 0 1 '217) 
, LS ambda (£81*? : 2 1 8) &OUU-LA5 (EHI#Hg- : 2 1 9 ~E?iJ#^ : 2 2 2) 
, LAlambda . 2 2 3) *»*Lfc*«>**ffiUfc 0 #PCRI^J± QIAquick Gel 

Extraction Kit QIAGENft) £fflv>T. 7#n e,»« L fc 0 mRVWvTM 
?2\ sc-S (E8T*# : 2 2 4) , sc-AS (ESI*? : 2 2 5) Ji^TOJ: 9 KPCR 
Ztn^-tizXI), V>*-mW (Gly 4 Ser) i £&t^T-*g*jjf L£ Q 
[0 14 7] 
PCR^^f^(l00^L)<7)a^^^^^^ o 

10/^LOlOXKOD Plus Buffer, 

10^LtO2mM dNTPs (dATP, dGTP, dCTP, dTTP) 
■ 4//L02.5mM MgS04 

2 /j. L<D KOD Plus 

94TV13'W % 63*C/4#|flJ©^>f ^^*7®S«. 
25pmoLcO sc-SS. ET sc-AS £ ^ in 
[0 14 8] 

94TV30#F^ 55TC/2^ra % 72 < C/22"H©-^ * ^300^ 
5{t» * 72"C t?6^Wini» L o 
[0 14 9] 

f f^^i^^^^^^^^^^* 6 ^ QIAquick PCR Purification Ki 

BJBRJS5?*7to QIAquick Gel Extraction Kit (QIAGENttM) *M v>T, T1fu-*y)\,fr 
fifcPCRMr* * >f * - 7? * $ KpMX/IL3ssGFPHis^Sf iI»tt»c#A L 

[0 15 0] 

f-rl^^JL^^S^ 0 ™^^ v **n^5/^*E*JXtrefiI«flU 3'3fcJtfcS 
fiI-9"^ YKmistyw&L *ih3 K^t/Notl^ h*^-*GFP*6eP& N *>f/l<* 

(0nii l hi ^ Mol. Cell. Biol, vol.18, 3871-3879) ©EcoRI fcNotl^ l-Offi 
k-»AL*:fcco-e&£ 0 Ligation^%5rffiv^TGene Pulser II (Bio-RadttM) K£& 

Xl/^fD^g^ (2 . 5kV ^ 25;uF ^ 1(JOO) ^ ElectroMAX Dm0B ^ ^ 

QIAGEN Plasmid Maxi Kit (QIAGENtt) ^^T^7^' K*-ttthl -h 
[0151] *"° 
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imi] 



IB*>J§# : 1 78(HS1(4)) 
1H5>JS#:179(HS2(4)) 
SB51J§^:180(HS3(3)) 



1H5IJ##:181(HS4(4)) 
E5>J##:182(HS5<7>) 
1H5IJS-^:183(HS6(2)) 
129J##:184(HS7 (i) ) 
^5US-S§-:185(HS8(2)) 
1B5>J#-^:186(HS9(5)) 
S5»JS-^-:187(HS10(2)) 
135>J^:188(HS11(2)) 
iH5»JS€-:189(HS12(2)) 
^JM:190(HS13(1)) 
MB$>Jft-5§-:-|9l(HS14(2)) 
1B5IJM:192(HS15(2)) 
^5>JM:193(HS16(5)) 
MB5«S^:194(HS17(3.5)) 
^5>JS^-:195(HS18(0.7)) 

1351JS-^:196(HS19(0.7)) 
i35>JM:197(HAl(l)) 
155>Jfl^.-198(HA2(l)) 
1H5U#^:199(HA3(1)) 
ia5IJS^-:200(HA4(l)) 

IS^JS-i-raoiasKi)) 



GCCCAGCCGGCCATGGCGGAKGTRMAGCTTCAGGAGTC 
GCCCAGCCGGCCATGGCGGAGGTBCAGCTBCAGCAGTC 



^<-GGAGGTBCAGCTBCAGCAGTC 
GCCCAGCCGGCCATGGCGCAGGTGCAGCTGAAGSASTC 



GCC C AG C CGGC C ATGGCG CAGGT YCAG CTB C AG CART C 
GCCCAGCCGGCCATGGCGCAGGTYCARCTGCAGCAGTC 



:202(LS2(2)) 



1B5»JM:203(LS3(5)) 
E$>j^§-:204(LS4(3.5 
lH5iJS-^-:205(LS5(4)) 
i25UH#:206(LS6(7)) 
iB$>J§-Sf:207(LS7(6)) 
E#J#-^:208(LS8(l.5) 
E5>JM:209( L S9{2)) 
E$>JM:21O(LS10(3.5)) 
iB5US#:211(LSll(8)) 
E$>JM:212(LS12 (8)) 
E$>JM-:213(l,S13(6)) 



«ww«-i- w ».-ui^M3aTYCARCTGCAGCAOTC 
GCCCAGCCGGCCATGGCGCAGGTCCACGTGAAGCAGTC 
GCCCAGCCGGCCATGGCGGAGGTGAASSTGGTGGAtTC 
GCCCAGCCGGCCATGGCGGAVGTGAWGYTGGTGGAGTC 
GCCCAGCCGGCCATGGCGGAGGTGCAGSKGGTGGAGTC 
GCCCAGCCGGCCATGGCGGAKGTGCAMCTGGTGGAGTC 

GCCCAGCCGGCCATGGCGGAGGTGCARCTTGTTGAGTC 
GCCCAGCCGGCCATGGCGGARGTRAAGCTTCTCGAGTC 

gcccagccggccatggcggaagtgaarsttgIggagtc 

GCCCAGCCGGCCATGGCGCAGGTCCAACTVCAGCARCC 
GCCCAGCCGGCCATGGCGGATGTGAACTTGG^TC 
')) GCCCAGCCGGCCATGGCGGAGGTGAAGGTCATCGAGTC 
GGAGCCGCCGCCGCCCGAGGAAACGGTGACCGTGGr 

GGAGCCGCCGCCGCCCGCAGAGACAGTGACCAGAGT 
GGAGCCGCCGCCGCCCGAGGAGACGGTGACTGAGGT 
GGCGGCGGCGGCTCCGAYATCCAGCTGACTCAGCC 
GGCGGCGGCGGCTCCGAYATTGTTCTCWCCCAGTC 
GGCGGCGGCGGCTCCGAYATTGTGMTMACTCAGTC 
Lr GCGGCGGCGGCTCCGAYATTGTGYTRAC ACAGTC 
GGCGGCGGCGGCTCCGAYATTGTRATGACMCAGTC 
GGCGGCGGCGGCTCCGAYATTMAGATRAMCCAGTC 



^" Va " XAA ^MAGATRAMCCAGTC 
GGCGGCGGCGGCTCCGAYATTCAGATGAYDCAGTC 
J GGCGGCGGCGGCTCCGAYATYCAGATGACACAGj 



— — wv-vivj\_v3v»u xt-iJGAYATY 
GGCGGCGGCGGCTCCGAYATTGT 



CAGATGACACAGAC 
'TCTCAWCCAGTC 



\ „ *™«*«-iii»TTCTCAWCCAGTC 

) GGCGGCGGCGGCTCCGAYATTGWGCTSACCCAATC 
GGCGGCGGCGGCTCCGAYATTSTRATGACCCARTC 



:214(LS14 (2)) GGO 
:215(LS15 (2)) 
^■:216(LS16 (1)) 
S35im^:217( LS1 7(l)) _ 
iB5>J#^:218(LSlambda(l)) 



IE5>J 



«wv.««v, xv.v.uAYATTSTRATGACCCARTC 

GGCGGCGGCGGCTCCGAYRTTKTGATGACCCARAC 
GGCGGCGGCGGCTCCGAYATTGTGATGACBCAGKC 
GGCGGCGGCGGCTCCGAYATTGTGATAACYCAGGA 
GGCGGCGGCGGCTCCGAYATTGTGATGACCCAGWT 
GGCGGCGGCGGCTCCGAYATTGTGATGACACAACC 
GGCGGCGGCGGCTCCGAYATTTTGCTGACTCA^TC 



219(LA1 (4)) 



v - v -«" I ' i - li ^ , GCTGACTCAGTC 
t <D ) GGCGGCGGCGGCTCCGATGCTGTTGTGACTCAGGAATr 1 
rrAa T ^ CGGGGGG ^^ AGGGG ^ TG ^^^^^^®^TTGG^^^^^ 



220 I A, ! GGAATTCGGCCCCCGAGGCCTTGATTTCCAGCTTGG 
22H^! L GGAATTCGGCCCCCGAGGCCTTTATTTCCAGCTTGG 

^-3< L A la ^ a ^^^ 



CAGTCAGTTTGG I 



[0 15 2] 
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3.2 AGS&}C«t^g#:Jt5g tto ^ # 

6) KFugeneG (Roche Diagnostics^? ** ^T- ^ threa ^ voL7 ' 1063-106 

G ~ 5 \T xy ' Aa *** m S^^^mlZ™ Kit (QIA 

5/.LCO10XU Taq Buffer. 

LcD2mM dNTPs (dATP, dGTP, dCTP dTTP) 
5,uL02.5inM MgCl 4 ' * 

0.5/. Leo TaKaRa LA Taq 

25, m „le«AGSdbSl 12 2 6), AGSdbAl (S^j** : 2 2 7) 

[0155] " 0 

3 ' ffiif f^.f ,12L* ^^DiabodyOiSttfffli 

[01 58 ] Abdl7fiCH0-mouse Mpl fcfc^*-* 1 1 

[0 15 9] 

&*ifc#WB$^* ffiV,r3|V ' 7=/ ^ h ^^*1-*»l^Diabody^ #T . 
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&M2 0 0 3 -4 1 5 7 4 6 ^-v : 3 6 /E 

[0 16 0] 

[01] Hit -*^#sc(Pv)20ft«®5gS:^-rB|-C l *4o 

^57T?*4. VB22B sc(FV)2«« l ft Lfc. 

[113] B3li, BaF-human Mpl*fflv>fcVB22B#b#«>7=/-* hSttfFffi^^*^ 
T/ 77 Tra? Ii 0 * 

_[0 4] 13 4 ti. BaF-monkey MpI*ffiv*fcVB22B8i;#tf>7 hffittM^te** 

_[0 8]_0 8ti, Mpl^CH0»#^fflWcAB317 DiabodyOj»-&iSttSfl50jfe** 
SlmfJ^*^ 0 75228 Diabod y(»)^ AB317 Diabody(M) h &KCOS7ig§|±7f 

[0 9] 0 9J4, BaF-human Mpl £fflV>£AB324 Diabodyis J: 0*AB317 Diabody<D7rf 
[010] 01 Ofi, BaF-monkey Mpl*fflv»^AB324 Diabody*5 J: tfAB317 Diabody<7) 
[01 1] 01 Hi, BaF-mouse Mpl *M^7tAB324 DiabodyiS X ZFAB317 DiabodvO 
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imm] 

SEQUENCE LISTING 
<110> CHUGAI SEIYAKU KABUSHIKI KAISHA 
<120> anti-Mpl antibody 
<130> C1-A0320 
<160> 227 

<170> Patent In version 3. 1 

<210> 1 

<211> 1572 

<212> DNA 

<213> Mus musculus 

<400> 1 

atggaatggc ctttgatctt tctcttcctc ctgtcaggaa ctgcaggtgt ccactcccag 
gttcagctgc agcagtctgg acctgagctg gtgaagcctg gggcctcagt gaagatttcc 
tgcaaggctt ctggctatgc attcactaac tcctggatga actgggtgaa gcagaggcct 
ggaaagggtc ttgagtggat tggacggatt tatcctggag atggagaaac tatctacaat 240 
gggaaattca gggtcaaggc cacactgact gcagacaaat cctccagcac agcctacatg 300 
gatatcagca gcctgacatc tgaggactct gcggtctact tctgtgcaag aggctatgat 360 
gattactcgt ttgcttactg gggccaaggg actctggtca ctgtctctgc aggtggtggt 420 
ggttcgggtg gtggtggttc gggtggtggc ggatcggata ttgtgatgac tcaggctgca 480 
ccctctatac ctgtcactcc tggagagtca gtatccatct cctgtaggtc tagtaagagt 
ctcctgcata gtaatggcaa cacttacttg tattggttcc tgcagaggcc aggccagtct 
cctcaactcc tgatatatcg gatgtccaac cttgcctcag gagtcccaga taggttcagt 
ggcagtgggt caggaactgc tttcacactg agaatcagta gagtggaggc tgaggatgtg 720 
ggtgtttatt actgtatgca acatatagaa tatcctttta cgttcggatc ggggaccaag 780 
ctggaaataa aaggaggtgg tggatcgggt g gtggt ggtt cgggaggcgg tggatcgcag . 840 
gttcagctgc agcagtctgg acctgagctg gtgaagcctg gggcctcagt gaagatttcc 
tgcaaggctt ctggctatgc attcactaac tcctggatga actgggtgaa gcagaggcct 



60 
120 
180 



540 
600 
660 



900 



960 
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^-V: 2/ 



ggaaagggtc ttgagtggat tggacggatt tatcctggag atggagaaac tatctacaat 1020 

gggaaattca gggtcaaggc cacactgact gcagacaaat cctccagcac agcctacatg 1080 

gatatcagca gcctgacatc tgaggactct gcggtctact tctgtgcaag aggctatgat 1140 

gattactcgt ttgcttactg gggccaaggg actctggtca ctgtctctgc aggtggtggt 1200 

ggttcgggtg gtggtggttc gggtggtggc ggatcggata ttgtgatgac tcaggctgca 1260 

ccctctatac ctgtcactcc tggagagtca gtatccatct cctgtaggtc tagtaagagt 1320 

ctcctgcata gtaatggcaa cacttacttg tattggttcc tgcagaggcc aggccagtct 1380 

cctcaactcc tgatatatcg gatgtccaac cttgcctcag gagtcccaga taggttcagt 1440 

ggcagtgggt caggaactgc tttcacactg agaatcagta gagtggaggc tgaggatgtg 1500 

ggtgtttatt actgtatgca acatatagaa tatcctttta cgttcggatc ggggaccaag 1560 
ctggaaataa aa 



<210> 2 

<211> 524 

<212> PRT 

<213> Mus musculus 

<400> 2 

Met Glu Trp Pro Leu He Phe Leu Phe Leu Leu Ser Gly Thr Ala Gly 
1 5 io 15 

Val His Ser Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys 
20 25 30 

Pro Gly Ala Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe 
35 40 45 

Thr Asn Ser Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu 
50 55 60 

Glu Trp He Gly Arg He Tyr Pro Gly Asp Gly Glu Thr lie Tyr Asn 
bb 70 75 80 

Gly Lys Phe Arg Val Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser 
85 90 95 

Thr Ala Tyr Met Asp He Ser Ser Leu Thr Ser Glu Asp Ser Ala Val 
!00 105 no 



1572 
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Tyr Phe Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly 
115 120 125 

Gin Gly Thr Leu Val Thr Val Ser Ala Gly Gly Gly Gly Ser Gly Gly 
130 135 140 

Gly Gly Ser Gly Gly Gly Gly Ser Asp He Val Met Thr Gin Ala Ala 



^ — v 



3/ 



145 



150 



155 



160 



Pro Ser He Pro Val Thr Pro Gly Glu Ser Val Ser He Ser Cys Arg 
165 170 175 

Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr Trp 
180 185 190 

Phe Leu Gin Arg Pro Gly Gin Ser Pro Gin Leu Leu He Tyr Arg Met 
195 200 205 

Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser 
210 215 220 

Gly Thr Ala Phe Thr Leu Arg He Ser Arg Val Glu Ala Glu Asp Val 
225 230 235 240 

Gly Val Tyr Tyr Cys Met Gin His He Glu Tyr Pro Phe Thr Phe Gly 
24 5 250 255 

Ser Gly Thr Lys Leu Glu He Lys Gly Gly Gly Gly Ser Gly Gly Gly 
260 265 270 

Gly Ser Gly Gly Gly Gly Ser Gin Val Gin Leu Gin Gin Ser Gly Pro 
275 280 285 

Glu Leu Val Lys Pro Gly Ala Ser Val Lys He Ser Cys Lys Ala Ser 
290 295 300 

Gly Tyr Ala Phe Thr Asn Ser Trp Met Asn Trp Val Lys Gin Arg Pro 
305 310 315 320 

Gly Lys Gly Leu Glu Trp He Gly Arg He Tyr Pro Gly Asp Gly Glu 
325 330 335 

Thr He Tyr Asn Gly Lys Phe Arg Val Lys Ala Thr Leu Thr Ala Asp 
340 345 350 

Lys Ser Ser Ser Thr Ala Tyr Met Asp lie Ser Ser Leu Thr Ser Glu 
355 360 365 

Asp Ser Ala Val Tyr Phe Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe 

£BfE#2 005-3003389 
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375 3 8 o 



Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala Gly Gly Gly 



390 



395 



400 



Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp He Val Met 
405 410 415 

Thr Gin Ala Ala Pro Ser He Pro Val Thr Pro Gly Glu Ser Val Ser 
420 425 " 430 

He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr 
435 440 445 

Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser Pro Gin Leu Leu 
450 455 46Q 

lie Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser 



470 



475 



480 



Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He Ser Arg Val Glu 
485 490 495 

Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His He Glu Tyr Pro 
500 505 510 

Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
515 520 



4/ 



<210> 3 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 3 

Ser Ser Trp Met Asn 
1 5 



<210> 4 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 4 

Arg Thr Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys 
1 5 10 15 

Gly 
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<210> 5 

<211> 13 

<212> PRT 

<213> Mus musculus 

<400> 5 

Gly Trp He Leu Ala Asp Gly Gly Tyr Ser Phe Ala Tyr 
1 5 io 



<210> 6 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 6 

Ser Ser Trp Met Asn 
1 5 



<210> 7 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 7 

Arg He Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys 
15 10 15 

Gly 



<210> 8 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 8 

Gly Tyr Ala Asp Tyr Ser Phe Ala Tyr 

1 5 



<210> 9 

<211> 5 

<212> PRT 

<213> Mus musculus 
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<400> 9 

Ser Ser Tip Met Asn 
1 5 



<210> 10 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 10 

Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Tyr Asn Gly Lys Phe Lys 
15 10 15 

Gly 



<210> 11 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 11 

Gly Phe Gly Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 12 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 12 

Ser Ser Trp Met Asn 
1 5 



<210> 13 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 13 

Arg He Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys 
15 10 15 

Gly 
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<210> 14 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 14 

Gly Tyr Ala Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 15 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 15 

Arg Ser Trp Met Asn 
1 5 



<210> 16 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 16 

Arg He Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys 



Gly 



<210> 17 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 17 

Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr 



5 



10 



15 



5 



<210> 
<211> 
<212> 
<213> 



18 
5 

PRT 

Mus musculus 
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<400> 18 

Asn Ser Tip Met Asn 
1 5 



<210> 19 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 19 

Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Asn Asn Gly Lys Phe Lys 
1 5 10 15 

Gly 



<210> 20 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 20 

Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 21 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 21 

Asn Tyr Trp Val Asn 
1 5 



<210> 22 

<211> 17 

<212> PRT 

<213> Mus musculus 



<400> 22 

Arg He His Pro Ser Asp Ser Glu Thr His Cys Asn Gin Lys Phe Lys 
15 10 15 

Arg 
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<210> 23 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 23 

Gly Gly Trp Phe Ala Tyr 
1 5 



<210> 24 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 24 

Ser Ser Trp Met Asn 
1 5 



<210> 25 

<211> 17 

<212> PRT 

<213> Mus musculus 



<400> 25 

Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Asn Asn Gly Lys Phe Lys 
1 5 io 15 

Gly 



<210> 26 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 26 

Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 27 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 27 



ffiiE#2 005-3003389 
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Thr Ser Trp Met Asn 
1 5 



<210> 28 

<211> 17 

<212> PR? 

<213> Mus musculus 

<400> 28 

Ar g He Tyr Pro Gly Asp Gly GIu AJa Tyr ^ ^ ^ ^ 



Gly 



<210> 29 

<211> 9 

<212> PRT 

<213> Mus musculus 



10 15 



<400> 29 

Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 30 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 30 

Ser Ser Trp Met Asn 
1 5 



<210> 31 

<211> 17 

<212> PRT 

<213> Mus musculus 



<400> 31 

*» He Tyr Pro Gly Asp Gly Giu Thr Asn Tyr Asn Gly Lys Phe Lys 



Gly 



10 15 



miE#2 005-3003389 



<210> 32 

<211> 9 

<212> PRT 

<213> Mus musculus 
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<400> 32 

Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 33 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 33 

Arg Ser Trp Met Asn 



<210> 34 

<211> 17 

<212> PRT 

<213> Mus musculus 



<400> 34 

Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Tyr Asn G,y Lys Phe Lys 



Gly 



*° 15 



<210> 35 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 35 

Gly Asp Gly Asp Tyr Ser Phe Ala Tyr 

1 5 



<210> 36 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 36 

Asn Ser Trp Met Asn 



ffisE#2 005-3003389 
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<210> 37 

<211> 17 

<212> PRT 

<213> Mus musculus 



<400> 37 

Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe Arg 
1 5 10 15 



Val 



<210> 38 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 38 

Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 39 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 39 

Asp Tyr Trp Val Asn 
1 5 



<210> 40 

<211> 17 

<212> PRT 

<213> Mus musculus 



<400> 40 

Arg He His Pro Tyr Asp Ser Glu Thr His Tyr Asn Gin Lys Phe Lys 
1 5 10 15 



Asn 



<210> 41 



thiE#2 005-3003389 
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<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 41 

Gly Gly Trp Phe Ala Ser 
1 5 



<210> 42 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 42 

Asp Tyr Trp Met Asn 
1 5 



<210> 43 

<211> 17 

<212> PRT 

<213> Mus musculus 



<400> 43 

Arg He His Pro Phe Asp Ser Glu Thr His Cys Ser Gin Lys Phe Lys 
1 5 10 15 



Asn 



<210> 44 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 44 

Gly Gly Trp Phe Ala Tyr 
1 5 



<210> 45 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 45 

Asn Ser Trp Met Asn 
1 5 
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<210> 46 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 46 

Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe Arg 
1 5 10 15 

Val 



<210> 47 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 47 

Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr 



1 


5 


<210> 


48 


<211> 


5 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


48 


Asn Ser Trp Met Asn 


1 


5 


<210> 


49 


<211> 


17 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


49 



Arg He Tyr Pro Gly Asp Gly Asp Thr He Tyr Asn Gly Asn Phe Lys 
1 5 io 15 

Gly 



<210> 50 
<211> 9 
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<212> PRT 

<213> Mus musculus 

<400> 50 

Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 51 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 51 

Ser Tyr Thr Met Ser 

1 5 • 



<210> 52 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 52 

Thr He Ser Ser Gly Ser Ser Thr He Tyr Tyr Ala Asp Thr Val Lys 
15 10 15 

Gly 



<210> 53 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 53 

Arg Trp Phe Leu Asp Cys 
1 5 



<210> 54 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 54 

Ser Ser Trp Met Asn 
1 5 

fcfc§E#2 005-3003389 
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<210> 55 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 55 

Arg He Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys 
1 5 10 15 

Gly 



<210> 56 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 56 

Ala Arg Lys Thr Ser Trp Phe Ala Tyr 
1 5 



<210> 57 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 57 

Ser Asp Tyr Ala Trp Ser 
1 5 



<210> 58 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 58 

Tyr lie Thr Tyr Ser Gly Tyr Ser He Tyr Asn Pro Ser Leu Lys Ser 
15 10 15 

<210> 59 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 59 

miE#2 005-3003389 
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Gly Tyr Asp Asn Met Asp Tyr 
1 5 



<210> 60 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 60 

Arg Ser Ser L ys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
5 10 15 

<210> 61 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 61 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 62 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 62 

Met Gin His Leu Glu Tyr Pro Phe Thr 
1 5 



<210> 63 

<211> 16 

<212> PRT 

<213> Mus musculus 



<400> 63 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 

10 15 



<210> 64 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 64 
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Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 65 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 65 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 66 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 66 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
1 5 10 15 

<210> 67 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 67 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 68 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 68 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 69 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 69 

{±JfE#2 005-3003389 
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Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
1 5 10 15 



<210> 70 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 70 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 71 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 71 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 72 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 72 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
1 5 10 15 



<210> 73 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 73 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 74 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 74 



mm^2 005-3003389 
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Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 75 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 75 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
1 5 10 15 

<210> 76 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 76 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 77 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 77 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 78 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 78 

Arg Ser Ser Lys Ser Leu Leu Tyr Ser Asn Gly Asn He Tyr Leu Tyr 
15 10 15 

<210> 79 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 79 

ffiiE# 2005-3003389 
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Arg Met Ser Asn Leu Ala Ser 



<210> 80 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 80 

Met Gin His Leu Glu Tyr Pro Tyr Thr 

1. 5 

<210> 81 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 81 



<210> 82 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 82 

Arg Met Ser Asn Leu Ala Ser 
1 5 

<210> 83 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 83 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 

<210> 84 

<211> 16 

<212> PRT 

<213> Mus musculus 




Lys Ser Leu Leu His Ser Asn Gly Asn Thr 



10 



Tyr Leu 
15 



<400> 84 



#12003-4 15746 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



22/ 



<210> 85 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 85 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 86 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 86 

Met Gin His Val Glu Tyr Pro Tyr Thr 
1 5 



<210> 87 

<211> 16 

<212> PRT 

<213> Mus musculus 



<400> 87 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
1 5 10 15 



<210> 88 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 88 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 89 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 89 
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Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 90 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 90 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
1 5 10 15 

<210> 91 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 91 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 92 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 92 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 93 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 93 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
1 5 10 15 

<210> 94 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 94 

tbffiE4# 2 005-3003389 
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Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 95 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 95 

Met Gin His He Glu Tyr Pro Phe Thr 
1 5 



<210> 96 

<211> 16 

<212> PRT 

<213> Mus musculus 



<400> 96 

Arg Ser Ser Lys Ser Leu Leu Tyr Ser Asn Gly Asn Thr Tyr Leu Tyr 
1 5 10 15 



<210> 97 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 97 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 98 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 98 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 99 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 99 



ffilE# 2005-3003389 
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Arg Ser Ser Lys Ser Leu Leu Tyr Ser Asn Gly Asn lie Tyr Leu Tyr 
15 10 15 



<210> 100 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 100 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 101 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 101 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 102 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 102 

Arg Ser Ser Lys Ser Leu Leu His Asn Asn Gly Asn Thr Tyr Leu Tyr 
1 5 10 15 



<210> 103 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 103 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 104 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 104 

aifE#2 005-3003389 
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Met Gin His He Glu Tyr Pro Phe Thr 
1 5 



<210> 105 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 105 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
1 5 10 15 

<210> 106 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 106 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 107 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 107 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 108 

<211> 15 

<212> PRT 

<213> Mus musculus 

<400> 108 

Arg Ala Ser Glu Ser Val Glu Tyr Tyr Gly Thr Ser Leu Met Gin 
1 5 10 15 

<210> 109 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 109 

tbliE# 2005-3003389 
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Gly Ala Ser Asn Val Glu Ser 
1 5 



<210> 110 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 110 

Gin Gin Ser Arg Lys Val Pro Trp Thr 
1 5 



<210> 111 

<211> 11 

<212> PRT 

<213> Mus musculus 

<400> 111 

Lys Ala Ser Gin Asn Val Gly Asn He He Ala 
1 5 10 



<210> 112 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 112 

Leu Ala Ser Tyr Arg Tyr Ser 
1 5 



<210> 113 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 113 

Gin Gin Tyr Ser Ser Ser Pro Leu Thr 
1 5 



<210> 114 

<211> 12 

<212> PRT 

<213> Mus musculus 

<400> 114 
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Ser Ala Ser Ser Ser Val Ser Ser Ser His Leu Tyr 
1 5 io 



<210> 115 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 115 

Ser Thr Ser Asn Leu Ala Ser 
1 5 



<210> 116 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 116 

His Gin Tip Ser Ser Tyr Pro Trp Thr 
1 5 



<210> 117 

<211> 411 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 
<222> (1). . (411) 
<223> 

<400> 117 

atg gaa tgg cct ttg ate ttt etc ttc etc ctg tea gga act gca ggt 48 

Met Glu Trp Pro Leu lie Phe Leu Phe Leu Leu Ser Gly Thr Ala Gly 
1 5 10 15 

gtc cac tec cag gtt cag ctg cag cag tct gga cct gag ctg gtg aag 96 
Val His Ser Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys 
20 25 30 

cct ggg gec tea gtg aag att tec tgc aag get tct ggc tat gca ttc 144 
Pro Gly Ala Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe 
35 40 45 

act aac tec tgg atg aac tgg gtg aag cag agg cct gga aag ggt ctt 192 
Thr Asn Ser Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu 
50 55 60 

tfJSE# 2005-3003389 
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gag tgg att gga egg att tat cct gga gat gga gaa act ate tac aat 
Glu Trp He Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn 
65 70 75 80 

ggg aaa ttc agg gtc aag gec aca ctg act gca gac aaa tec tec age 
Gly Lys Phe Arg Val Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser 
85 90 95 

aca gee tac atg gat ate age age ctg aca tct gag gac tct gcg gtc 
Thr Ala Tyr Met Asp lie Ser Ser Leu Thr Ser Glu Asp Ser Ala Val 
100 105 no 

tac ttc tgt gca aga ggc tat gat gat tac teg ttt get tac tgg ggc 
Tyr Phe Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly 
115 120 125 

caa ggg act ctg gtc act gtc tct gca 
Gin Gly Thr Leu Val Thr Val Ser Ala 
130 135 



240 



288 



336 



384 



411 



<210> 118 

<211> 137 

<212> PRT 

<213> Mus musculus 

<400> 118 

Met Glu Trp Pro Leu He Phe Leu Phe Leu Leu Ser Gly Thr Ala Gly 
15 10 15 

Val His Ser Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys 
20 25 30 

Pro Gly Ala Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe 
35 40 45 

Thr Asn Ser Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu 
50 55 60 

Glu Trp He Gly Arg lie Tyr Pro Gly Asp Gly Glu Thr lie Tyr Asn 
65 70 75 80 

Gly Lys Phe Arg Val Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser 
85 90 95 

Thr Ala Tyr Met Asp He Ser Ser Leu Thr Ser Glu Asp Ser Ala Val 
!00 105 HO 

Tyr Phe Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly 

ffiiE#2 005-3003389 
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115 120 

Gin Gly Thr Leu Val Thr Val Ser Ala 
130 135 



<210> 119 

<211> 396 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1)..(396) 
<223> 

<400> 119 



125 



1 5 in 



10 15 



20 25 



30 



«f £ £ S? S! £ £ £ £ £ & 5 £ « Lyf £ 144 

JD 4 0 45 

£ 2 £ £ £ £ s £ £ - - g - gj j. 192 

00 



75 80 



£ S5 Sf S g IS £ S£ sg £ s? £ ofy £ E £ » 

85 90 



95 



aca ctg aga ate agt aga gtg gag get gag gat gtg ggt *tt tat tac ^fi 
Thr Leu Arg lie Ser Arg Val Glu Ala Glu £p Vaf cfy *f £ ^ 6 

205 



110 



tgt atg caa cat ata eaa tat ret ff+ 4-*.„ 

Cys Met c.„ H.. lie Glu £ £ £ g £ - £ - ~ - 384 



115 12 » 125 

ctg gaa ata aaa 



396 

tfJiE# 2005-3003389 



Leu Glu lie Lys 
130 
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<210> 120 

<211> 132 

<212> PRT 

<213> Mus musculus 

<400> 120 

Met Arg Cys Leu Ala Glu Phe Leu Gly Leu Leu Val Phe Trp He Pro 
1 5 10 15 

Gly Ala He Gly Asp He Val Met Thr Gin Ala Ala Pro Ser He Pro 
20 25 30 

Val Thr Pro Gly Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser 
35 40 45 

Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg 
50 55 60 

Pro Gly Gin Ser Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala 
65 70 75 80 

Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe 
85 90 95 

Thr Leu Arg He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr 
100 105 ' no 

Cys Met Gin His He Glu Tyr Pro Phe Thr Phe Gly Ser Gly Thr Lys 
115 120 125 

Leu Glu He Lys 
130 



<210> 121 

<211> 762 

<212> DNA 

<213> Mus musculus 

<400> 121 

atggaatggc ctttgatctt tctcttcctc ctgtcaggaa ctgcaggtgt ccactcccag 60 

gttcagctgc agcagtctgg acctgagctg gtgaagcctg gggcctcagt gaagatttcc 120 

tgcaaggctt ctggctatgc attcactaac tcctggatga actgggtgaa gcagaggcct 180 

tti§E# 2005-3003389 
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ggaaagggtc ttgagtggat tggacggatt tatcctggag atggagaaac tatctacaat 240 

gggaaattca gggtcaaggc cacactgact gcagacaaat cctccagcac agcctacatg 300 

gatatcagca gcctgacatc tgaggactct gcggtctact tctgtgcaag aggctatgat 360 

gattactcgt ttgcttactg gggccaaggg actctggtca ctgtctctgc aggtggtggt 420 

ggttcggata ttgtgatgac tcaggctgca ccctctatac ctgtcactcc tggagagtca 480 

gtatccatct cctgtaggtc tagtaagagt ctcctgcata gtaatggcaa cacttacttg 540 

tattggttcc tgcagaggcc aggccagtct cctcaactcc tgatatatcg gatgtccaac 600 

cttgcctcag gagtcccaga taggttcagt ggcagtgggt caggaactgc tttcacactg 660 

agaatcagta gagtggaggc tgaggatgtg ggtgtttatt actgtatgca acatatagaa 720 

tatcctttta cgttcggatc ggggaccaag ctggaaataa aa 762 

<210> 122 

<211> 254 

<212> PRT 

<213> Mus musculus 

<400> 122 

Met Glu Trp Pro Leu He Phe Leu Phe Leu Leu Ser Gly Thr Ala Gly 
15 10 15 

Val His Ser Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys 
20 25 30 

Pro Gly Ala Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe 
35 40 45 

Thr Asn Ser Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu 
50 55 60 

Glu Trp He Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn 
65 70 75 80 

Gly Lys Phe Arg Val Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser 
85 90 95 

Thr Ala Tyr Met Asp He Ser Ser Leu Thr Ser Glu Asp Ser Ala Val 
100 105 no 

Tyr Phe Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly 
115 120 125 
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Gin Gly Thr Leu Val Thr Val Ser Ala Gly Gly Gly Gly Ser Asd He 
130 135 HO 

Val Met Thr Gin Ala Ala Pro Ser He Pro Val Thr Pro Gly Glu Ser 
145 150 155 160 

Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly 
165 170 175 

Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser Pro Gin 
180 185 190 

Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro Asp Arg 
195 200 205 " 

Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He Ser Are 
210 215 220 

Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His He Glu 
225 230 235 240 

Tyr Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
245 250 



<210> 123 

<211> 635 

<212> PRT 

<213> Homo sapiens 

<400> 123 

Met Pro Ser Trp Ala Leu Phe Met Val Thr Ser Cys Leu Leu Leu Ala 
15 10 15 

Pro Gin Asn Leu Ala Gin Val Ser Ser Gin Asp Val Ser Leu Leu Ala 
20 25 30 

Ser Asp Ser Glu Pro Leu Lys Cys Phe Ser Arg Thr Phe Glu Asp Leu 
35 40 45 

Thr Cys Phe Trp Asp Glu Glu Glu Ala Ala Pro Ser Gly Thr Tyr Gin 
50 55 60 

Leu Leu Tyr Ala Tyr Pro Arg Glu Lys Pro Arg Ala Cys Pro Leu Ser 
65 70 75 80 

Ser Gin Ser Met Pro His Phe Gly Thr Arg Tyr Val Cys Gin Phe Pro 
85 90 95 
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Asp Gin Glu Glu Val Arg Leu Phe Phe Pro Leu His Leu Trp Val Lys 
100 105 HO 

Asn Val Phe Leu Asn Gin Thr Arg Thr Gin Arg Val Leu Phe Val Aso 
115 120 125 

Ser Val Gly Leu Pro Ala Pro Pro Ser He He Lys Ala Met Gly Gly 
130 135 140 

Ser Gin Pro Gly Glu Leu Gin He Ser Trp Glu Glu Pro Ala Pro Glu 
145 150 155 160 

He Ser Asp Phe Leu Arg Tyr Glu Leu Arg Tyr Gly Pro Arg Asp Pro 
165 170 175 

Lys Asn Ser Thr Gly Pro Thr Val He Gin Leu He Ala Thr Glu Thr 
180 185 19Q 

Cys Cys Pro Ala Leu Gin Arg Pro His Ser Ala Ser Ala Leu Asp Gin 
195 200 205 

Ser Pro Cys Ala Gin Pro Thr Met Pro Trp Gin Asp Gly Pro Lys Gin 
210 215 220 

Thr Ser Pro Ser Arg Glu Ala Ser Ala Leu Thr Ala Glu Gly Gly Ser 
225 230 235 240 

Cys Leu He Ser Gly Leu Gin Pro Gly Asn Ser Tyr Trp Leu Gin Leu 
245 250 * 255 

Arg Ser Glu Pro Asp Gly He Ser Leu Gly Gly Ser Trp Gly Ser Trp 
260 265 270 

Ser Leu Pro Val Thr Val Asp Leu Pro Gly Asp Ala Val Ala Leu Gly 
275 280 285 

Leu Gin Cys Phe Thr Leu Asp Leu Lys Asn Val Thr Cys Gin Trp Gin 
290 295 300 

Gin Gin Asp His Ala Ser Ser Gin Gly Phe Phe Tyr His Ser Arg Ala 
305 310 315 320 

Arg Cys Cys Pro Arg Asp Arg Tyr Pro lie Trp Glu Asn Cys Glu Glu 
325 330 335 

Glu Glu Lys Thr Asn Pro Gly Leu Gin Thr Pro Gin Phe Ser Arg Cys 
340 345 350 

His Phe Lys Ser Arg Asn Asp Ser He He His He Leu Val Glu Val 
35 5 360 365 
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Thr Thr Ala Pro Gly Thr Val His Ser Tyr Leu Gly Ser Pro Phe Tro 
370 375 380 

He His Gin Ala Val Arg Leu Pro Thr Pro Asn Leu His Trp Arg Glu 
385 390 395 400 

He Ser Ser Gly His Leu Glu Leu Glu Trp Gin His Pro Ser Ser Trp 
405 410 415 

Ala Ala Gin Glu Thr Cys Tyr Gin Leu Arg Tyr Thr Gly Glu Gly His 
420 425 430 

Gin Asp Trp Lys Val Leu Glu Pro Pro Leu Gly Ala Arg Gly Gly Thr 
435 440 445 

Leu Glu Leu Arg Pro Arg Ser Arg Tyr Arg Leu Gin Leu Arg Ala Arg 
450 455 460 

Leu Asn Gly Pro Thr Tyr Gin Gly Pro Trp Ser Ser Trp Ser Asp Pro 
465 470 475 480 

Thr Arg Val Glu Thr Ala Thr Glu Thr Ala Trp He Ser Leu Val Thr 
485 490 495 

Ala Leu His Leu Val Leu Gly Leu Ser Ala Val Leu Gly Leu Leu Leu 
500 505 510 

Leu Arg Trp Gin Phe Pro Ala His Tyr Arg Arg Leu Arg His Ala Leu 
515 520 525 

Trp Pro Ser Leu Pro Asp Leu His Arg Val Leu Gly Gin Tyr Leu Arg 
530 535 540 

Asp Thr Ala Ala Leu Ser Pro Pro Lys Ala Thr Val Ser Asp Thr Cys 
545 550 555 * 560 

Glu Glu Val Glu Pro Ser Leu Leu Glu He Leu Pro Lys Ser Ser Glu 
565 570 575 

Arg Thr Pro Leu Pro Leu Cys Ser Ser Gin Ala Gin Met Asp Tyr Arg 
580 585 590 

Arg Leu Gin Pro Ser Cys Leu Gly Thr Met Pro Leu Ser Val Cys Pro 
595 600 6 05 

Pro Met Ala Glu Ser Gly Ser Cys Cys Thr Thr His lie Ala Asn His 
610 615 6 20 

Ser Tyr Leu Pro Leu Ser Tyr Trp Gin Gin Pro 

£tl§E# 2005-3003389 
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1 9 A 


<211> 


122 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


124 


Gin Val 


Gin Leu Gin 


1 


5 



10 15 

Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg Thr Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Trp He Leu Ala Asp Gly Gly Tyr Ser Phe Ala Tyr Trp 
100 105 no 

Gly Gin Gly Thr Leu Val Thr Val Ser Ala 
115 120 



<210> 125 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 125 

Asp He Val Met Thr Gin Ala Ala Pro Ser He Pro Val Thr Pro Gly 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
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50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly He Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Phe Thr Phe Gly Thr Gly Thr Lys Leu Glu He Lys 
100 105 no 

<210> 126 
<211> 118 
<212> PRT 
<213> Mus musculus 

<400> 126 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
15 10 15 

Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

lie Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Tyr Ala Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 no 

Leu Val Thr Val Ser Ala 
115 



<210> 127 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 127 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
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10 



15 



Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 HO 



<210> 128 

<211> 118 

<212> PRT 

<213> Mus musculus 

<400> 128 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Asn Thr Ala Tyr 
65 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Phe Gly Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 ' no 

Leu Val Thr Val Ser Ala 
115 
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<210> 129 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 129 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Ala Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg lie 
65 70 75 80 

Ser Arg Val Glu Thr Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 no 



<210> 130 

<211> 118 

<212> PRT 

<213> Mus musculus 

<400> 130 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Ser Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 
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Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Ser Gly Tyr Ala Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 no 

Leu Val Thr Val Ser Ala 
115 



<210> 131 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 131 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu lie Lys 
100 105 HO 



<210> 132 

<211> 118 

<212> PRT 

<213> Mus musculus 



<400> 132 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 ' 15 

Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Arg Ser 
20 25 30 
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Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

Met Gin Leu Ser. Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Ser Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 no 

Leu Val Thr Val Ser Ala 
115 



<210> 


133 


<211> 


112 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


133 



Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 no 



<210> 134 
<211> 118 
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<212> PRT 

<213> Mus musculus 



<400> 134 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys He Ser Cys Arg Ala Phe Gly Tyr Ala Phe Ser Asn Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Asn Asn Gly Lys Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 no 

Leu Val Thr Val Ser Ala 
115 



<210> 135 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 135 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
15 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Ala Ala Phe Thr Leu Arg He 
65 70 75 80 
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Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 HO 



<210> 136 

<211> 115 

<212> PRT 

<213> Mus musculus 

<400> 136 

Gin Val Gin Leu Gin Gin Pro Gly Ala Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr 
20 25 30 

Trp Val Asn Trp Val Lys Gin Arg Pro Gly Arg Gly Leu Glu Trp He 
35 40 45 

Gly Arg He His Pro Ser Asp Ser Glu Thr His Cys Asn Gin Lys Phe 
50 55 60 

Lys Arg Lys Ala Thr Leu Thr Val Asn Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

He Gin Leu His Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 

Thr Ser Gly Gly Trp Phe Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr 
100 105 no 

Val Ser Ala 





115 


<210> 


137 


<211> 


112 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


137 



Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
15 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu Tyr Ser 
20 25 30 
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Asn Gly Asn He Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 110 



<210> 138 

<211> 118 

<212> PRT 

<213> Mus musculus 

<400> 138 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1.5 10 15 

Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Asn Asn Gly Lys Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Thr Thr Ala Tyr 
65 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 HO 

Leu Val Thr Val Ser Ala 
115 



<210> 139 
<211> 112 
<212> PRT 
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<213> Mus musculus 
<400> 139 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Le U His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 



Asp Arg Phe Ser Gly Ser Gly Ser Gly Ala Ala Phe Thr Leu Arg Il € 
b5 70 75 80 



Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 

85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 110 
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<210> 140 

<211> 118 

<212> PRT 

<213> Mus musculus 

<400> 140 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Thr Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Ala Asn Tyr Asn Gly Lys Phe 
w 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Ser Ala Tyr 
bi> 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
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100 105 

Leu Val Thr Val Ser Ala 
115 



<210> 141 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 141 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Met Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Val Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 110 

<210> 142 
<211> 118 
<212> PRT 
<213> Mus musculus 

<400> 142 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Pro Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Tyr Asn Gly Lys Phe 
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50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Val Tyr 
bb 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 no 

Leu Val Thr Val Ser Ala 
115 



<210> 143 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 143 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Glv 
1 5 10 is 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 6Q 



: 47/ 



Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 



Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 no 

<210> 144 
<211> 118 
<212> PRT 
<213> Mus musculus 

<400> 144 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Leu Asn Pro Gly Ala 
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Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Arg Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Thr Thr Ala Tyr 
65 70 75 80 

Met Gin Phe Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Asp Gly Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 no 

Leu Val Thr Val Ser Ala 
115 



<210> 


145 


<211> 


112 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


145 



Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 10 15 

Glu Ser Val Ser lie Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 no 
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<210> 146 

<211> 115 

<212> PRT 

<213> Mus musculus 

<400> 146 

Gin Val Gin Leu Gin Gin Pro Gly Thr Glu Leu Val Arg Pro Gly Ala 
1 5 10 15 

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 
20 25 " 30 

Trp Val Asn Trp Val Lys Gin Arg Pro Gly Arg Gly Leu Glu Trp He 
35 40 45 

Gly Arg He His Pro Tyr Asp Ser Glu Thr His Tyr Asn Gin Lys Phe 
50 55 60 

Lys Asn Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

He Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 

Ala Ser Gly Gly Trp Phe Ala Ser Trp Gly Gin Gly Thr Leu Val Thr 
100 105 no 

Val Ser Ala 
115 



<210> 147 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 147 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu Tyr Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 
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Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Thr He 

0 75 80 

Ser Ser Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 



105 no 



<210> 148 

<211> 115 

<212> PRT 

<213> Mus musculus 



<400> 148 

Gin Val Gin Leu Gin Gin Pro Gly Ala Glu Leu Val Lys Pro Gly Ala 
5 10 15 

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Arg Gly Leu Glu Trp He 
dt) 40 45 

Gly Arg He His Pro Phe Asp Ser Glu Thr His Cys Ser Gin Lys Phe 
ou 55 60 

Lys Asn Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Asn Thr Ala Tyr 

70 75 80 

He Gin Phe Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 

Ser Ser Gly Gly Trp Phe Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr 

100 105 110 

Val Ser Ala 
115 



<210> 149 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 149 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Ser Val Thr Pro Gly 
1 5 10 15 

mSE# 2005-3003389 
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Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu Tyr Ser 



25 30 



Asn Gly Asn He Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 



40 45 

Pro Gin Leu Leu lie Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
ou 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Lys He 

70 75 go 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 205 



110 



<210> 150 

<211> 118 

<212> PRT 

<213> Mus musculus 



<400> 150 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
5 10 



15 



Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Ala Phe Thr Asn Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
db 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe 
° U 55 60 

Arg Val Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 

0 75 80 

Met Glu He Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 110 

Leu Val Thr Val Ser Ala 
115 



^-v: 51/ 
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<210> 151 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 151 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Asn 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

He Glu Tyr Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 HO 



<210> 152 

<211> 118 

<212> PRT 

<213> Mus musculus 

<400> 152 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Asn Ser 
20 25 30 

Trp Met Asn Trp Val Asn Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Asp Thr He Tyr Asn Gly Asn Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser He Ala Tyr 
65 70 75 80 



ffi|E# 2005-3003389 
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Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Thr Ser Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 no 

Leu Val Thr Val Ser Ala 



^-v : 53/ 





115 


<210> 


153 


<211> 


112 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


153 



Asp He Val Met Thr Gin Ala Ala Pro Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 = 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 no 

<210> 154 
<211> 423 
<212> DNA 
<213> Mus musculus 

<220> 

<221> CDS 

<222> (1)..(423) 
<223> 

<400> 154 

atg gtt ctt gcc age tct acc acc age ate cac acc atg ctg etc ctg 48 

ffiliE# 2005-3003389 



#12 0 0 3-4 1 5 7 4 6 : 54/ 

Met Val Leu Ala Ser Ser Thr Thr Ser He His Thr Met Leu Leu Leu 

15 10 15 

il?, T Ctg 2*? r Ctg ff ^ g CCg gCC atg gcg S aa gtg aag ctg gtg gag 96 
Leu Leu Met Leu Ala Gin Pro Ala Met Ala Glu Val Lys Leu Val Glu 
20 25 30 

Zl S nl rf r tta f f f ag n Ct gga ggg tcc cgg aaa ctc tgt 144 
Ser Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Arg Lys Leu Ser Cys 

35 40 45 

?f f? C o Ct " C ECt ttc agt agc tat acc a tg tct tgg gtt cgc 192 
Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Thr Me? Ser Tr? Val S 
bU 55 60 



nf ?£ p Cg f? g ? ag ? gg Ctg gag tgg gtc gca acc att a ^t a gt ggc 
Gin Thr Pro Ala Lys Arg Leu Glu Trp Val Ala Thr He Ser Ser Gly 

bb 70 75 go 

Zt ?f ?f t\° l at f a gaC aca gtg aag ggc c ^ a "c acc ate 
Ser Ser Thr He Tyr Tyr Ala Asp Thr Val Lys Gly Arg Phe Thr He 

85 90 95 

tcc aga gac aat gec aag aac acc ctg ttc ctg caa atg acc aet eta 
Ser Arg Asp Asn Ala Lys Asn Thr Leu Phe Leu Gin Me? 7hl Ser Leu 

100 105 110 

agg tct gag gac aca gec atg tat tac tgt gca agg aga tss ttt ctt 
Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys Ala A?g T g Trl ?ll Leu 
115 120 125 

gac tgc tgg ggc caa ggc acc act ctc aca gtc tcc teg 
Asp Cys Trp Gly Gin Gly Thr Thr Leu Thr Val Ser Ser 
130 135 140 



<210> 155 

<211> 141 

<212> PRT 

<213> Mus musculus 

<400> 155 

Met Val Leu Ala Ser Ser Thr Thr Ser He His Thr Met Leu Leu Leu 
15 10 15 

Leu Leu Met Leu Ala Gin Pro Ala Met Ala Glu Val Lys Leu Val Glu 
20 25 30 

Ser Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Arg Lys Leu Ser Cys 
35 40 45 



240 



288 



336 



384 



423 



ffiiE#2 005-3003389 
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Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Thr Met Ser Trp Val Arg 
50 55 60 

Gin Thr Pro Ala Lys Arg Leu Glu Trp Val Ala Thr He Ser Ser Gly 
65 70 75 so 

Ser Ser Thr He Tyr Tyr Ala Asp Thr Val Lys Gly Arg Phe Thr He 
85 90 95 

Ser Arg Asp Asn Ala Lys Asn Thr Leu Phe Leu Gin Met Thr Ser Leu 
100 105 no 

Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys Ala Arg Arg Trp Phe Leu 
115 120 125 

Asp Cys Trp Gly Gin Gly Thr Thr Leu Thr Val Ser Ser 
130 135 140 



<210> 


156 


<211> 


357 


<212> 


DNA 


<213> 


Mus musculus 


<220> 




<221> 


CDS 


<222> 


(1).. (357) 


<223> 




<400> 


156 



gat att gtg etc acc caa tct cca get tct ttg get gtg tct eta ggg 
Asp He Val Leu Thr Gin Ser Pro Ala Ser Leu Ala Val Ser Leu Gly 
1 5 10 15 

cag agt gtc acc ate tec tge aga gee agt gaa agt gtt gaa tat tat 
Gin Ser Val Thr He Ser Cys Arg Ala Ser Glu Ser Val Glu Tyr Tvr 
20 25 30 

?f n gt tta atg cag tgg tac caa ca S aaa cca gga cag cca ccc 
Gly Thr Ser Leu Met Gin Trp Tyr Gin Gin Lys Pro Gly Gin Pro Pro 
35 40 45 

aaa etc etc ate tat ggt gca tec aac gta gaa tct ggg gtc cct gee 
Lys Leu Leu He Tyr Gly Ala Ser Asn Val Glu Ser Gly Val Pro Ala 
50 55 60 



agg ttt agt ggc agt ggg tct ggg aca gac ttc age etc aac ate cat 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ser Leu Asn He His 
65 7 0 75 80 



48 



96 



144 



192 



240 

ffifiE#2 005-3003389 
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cct gtg gag gag gat gat att gca atg tat ttc tgt cag caa agt agg 288 
Pro Val Glu Glu Asp Asp lie Ala Met Tyr Phe Cys Gin Gin Ser Arg 
85 90 95 

aag gtt ccg tgg acg ttc ggt gga ggc acc aag ctg gaa ata aag gac 336 
Lys Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys Asp 
100 105 no 



tac aag gat gac gac gat aag 
Tyr Lys Asp Asp Asp Asp Lys 
115 



<210> 157 

<211> 119 

<212> PRT 

<213>. Mus musculus 

<400> 157 

Asp He Val Leu Thr Gin Ser Pro Ala Ser Leu Ala Val Ser Leu Gly 
1 5 10 15 

Gin Ser Val Thr He Ser Cys Arg Ala Ser Glu Ser Val Glu Tyr Tyr 
20 25 30 

Gly Thr Ser Leu Met Gin Trp Tyr Gin Gin Lys Pro Gly Gin Pro Pro 
35 40 45 

Lys Leu Leu He Tyr Gly Ala Ser Asn Val Glu Ser Gly Val Pro Ala 
50 55 60 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ser Leu Asn He His 
65 70 75 80 

Pro Val Glu Glu Asp Asp He Ala Met Tyr Phe Cys Gin Gin Ser Arg 
85 90 95 

Lys Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys Asp 
100 105 no 

Tyr Lys Asp Asp Asp Asp Lys 
115 



357 



<210> 158 

<211> 432 

<212> DNA 

<213> Mus musculus 



ffiIE# 2005-3003389 
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<220> 

<221> CDS 
<222> (1) . . (432) 
<223> 

<400> 158 

atg gtt ctt gcc age tct acc acc age ate cac acc atg ctg etc ctg 48 
Met Val Leu Ala Ser Ser Thr Thr Ser He His Thr Met Leu Leu Leu 
1 5 10 15 

etc ctg atg ctg gcc cag ccg gcc atg gcg cag gtt cag etc cag caa 96 
Leu Leu Met Leu Ala Gin Pro Ala Met Ala Gin Val Gin Leu Gin Gin 
20 25 30 

tct gga cct gag ctg gtg aag cct ggg gcc tea gtg aag att tec tgc 144 
Ser Gly Pro Glu Leu Val Lys Pro Gly Ala Ser Val Lys He Ser Cys 
35 40 45 

aag get tct ggc tat gca ttc agt age tec tgg atg aac tgg atg aag 192 
Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser Tip Met Asn Trp Met Lys 
50 55 60 



cag agg cct gga aag ggt ctt gag tgg att ggg egg att tat cct gga 
Gin Arg Pro Gly Lys Gly Leu Glu Trp He Gly Arg He Tyr Pro Gly 
65 70 75 " 80 



240 



gat gga gat act aac tac aat ggg aag ttc aag ggc aag gcc aca ctg 288 
Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys Gly Lys Ala Thr Leu 
85 90 95 

act gca gac aaa tec tec age aca gcc tac atg caa etc age age ctg 336 
Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr Met Gin Leu Ser Ser Leu 
100 105 HO 

aca tct gag gac tct gcg gtc tac ttc tgt gca aga gcg agg aaa act 384 
Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys Ala Arg Ala Arg Lys Thr 
115 120 125 

tec tgg ttt get tac tgg ggc caa ggg act ctg gtc act gtc tct gcg 432 
Ser Trp Phe Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala 
130 135 140 



<210> 159 

<211> 144 

<212> PRT 

<213> Mus musculus 



<400> 159 

Met Val Leu Ala Ser Ser Thr Thr Ser He His Thr Met Leu Leu Leu 

ffiiE# 2 0 0 5- 



3 



0 



0 3 3 8 9 
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58/ 



10 



15 



Leu Leu Met Leu Ala Gin Pro Ala Met Ala Gin Val Gin Leu Gin Gin 
20 25 30 

Ser Gly Pro Glu Leu Val Lys Pro Gly Ala Ser Val Lys He Ser Cys 
35 40 45 

Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser Trp Met Asn Trp Met Lys 
50 55 60 

Gin Arg Pro Gly Lys Gly Leu Glu Trp lie Gly Arg He Tyr Pro Gly 
65 70 75 80 

Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys Gly Lys Ala Thr Leu 
85 90 95 

Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr Met Gin Leu Ser Ser Leu 
100 105 HO 

Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys Ala Arg Ala Arg Lys Thr 
115 120 125 

Ser Trp Phe Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala 
130 135 140 



<210> 160 

<211> 345 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 
<222> (1)..(345) 
<223> 

<400> 160 

gac att gtg ttg aca cag tct caa aaa ttc atg tec aca tea gta gga 48 
Asp He Val Leu Thr Gin Ser Gin Lys Phe Met Ser Thr Ser Val Gly 
1 5 10 15 

gac agg gtc age ate age tgc aag gec agt cag aat gtg ggt aat att 96 
Asp Arg Val Ser He Ser Cys Lys Ala Ser Gin Asn Val Gly Asn He 
20 25 30 

ata gee tgg tat caa cag aaa cca ggg caa tct cct aaa gca ctg att 144 
He Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ser Pro Lys Ala Leu He 
35 40 45 
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tac ttg gca tec tac egg tac agt gga gtc cct gat cgc ttc aca ggc 192 
Tyr Leu Ala Ser Tyr Arg Tyr Ser Gly Val Pro Asp Arg Phe Thr Gly 
50 55 60 

agt gga tct ggg aca gat ttc act etc ace att agt aat gtg cag tct 240 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Asn Val Gin Ser 
65 70 75 80 

gaa gac ttg gca gag tat ttc tgt cag caa tat age age tct ccg etc 288 
Glu Asp Leu. Ala Glu Tyr Phe Cys Gin Gin Tyr Ser Ser Ser Pro Leu 
85 90 95 

acg ttc ggt get ggg acc aag ctg gaa ata aag gac tac aag gat gac 336 
Thr Phe Gly Ala Gly Thr Lys Leu Glu He Lys Asp Tyr Lys Asp Asp 
100 105 no 

gac gat aag 345 
Asp Asp Lys 
115 



<210> 161 

<211> 115 

<212> PRT 

<213> Mus musculus . 

<400> 161 

Asp He Val Leu Thr Gin Ser Gin Lys Phe Met Ser Thr Ser Val Gly 
1 5 10 15 

Asp Arg Val Ser He Ser Cys Lys Ala Ser Gin Asn Val Gly Asn He 
20 25 30 

He Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ser Pro Lys Ala Leu He 
35 40 45 

Tyr Leu Ala Ser Tyr Arg Tyr Ser Gly Val Pro Asp Arg Phe Thr Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Asn Val Gin Ser 
65 70 75 80 

Glu Asp Leu Ala Glu Tyr Phe Cys Gin Gin Tyr Ser Ser Ser Pro Leu 
85 90 95 

Thr Phe Gly Ala Gly Thr Lys Leu Glu He Lys Asp Tyr Lys Asp Asp 
100 105 no 

Asp Asp Lys 
115 

ffitE# 2005-3003389 
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<210> 162 

<211> 116 

<212> PRT 

<213> Mus musculus 

<400> 162 

Asp Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gin 
1 5 10 15 

Ser Leu Ser Leu Thr Cys Thr Val Thr Gly Tyr Ser He Thr Ser Asp 
20 25 30 

Tyr Ala Trp Ser Trp He Arg Gin Leu Pro Gly Asn Lys Leu Glu Trp 
35 40 45 

Met Gly Tyr He Thr Tyr Ser Gly Tyr Ser He Tyr Asn Pro Ser Leu 
50 55 60 

Lys Ser Arg He Ser He Ser Arg Asp Thr Ser Lys Asn Gin Leu Phe 
65 70 75 80 

Leu Gin Leu Asn Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys 
85 90 95 

Val Gly Gly Tyr Asp Asn Met Asp Tyr Trp Gly Gin Gly Thr Ser Val 
100 105 110 

Thr Val Ser Ser 
115 



<210> 163 

<211> 108 

<212> PRT 

<213> Mus musculus 

<400> 163 

Gin He Val Leu Thr Gin Ser Pro Ala He Met Ser Ala Ser Pro Gly 
15 10 15 

Glu Lys Val Thr Leu Thr Cys Ser Ala Ser Ser Ser Val Ser Ser Ser 
20 25 30 

His Leu Tyr Trp Tyr Gin Gin Lys Pro Gly Ser Ser Pro Lys Leu Trp 
35 40 45 

He Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ala Arg Phe Ser 
50 55 60 

miE# 2005-3003389 
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Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr He Ser Asn Met Glu 
65 70 75 80 

Thr Glu Asp Ala Ala Ser Tyr Phe Cys His Gin Tip Ser Ser Tyr Pro 
85 90 95 

Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys 
100 105 



<210> 164 

<211> 1924 

<212> DNA 

<213> Macaca fascicular is 

<220> 

<221> CDS 

<222> (11).. (1918) 

<223> 

<400> 164 

gaattccacc atg ccc tec tgg gec etc ttc atg gtc acc tec tgc etc 
Met Pro Ser Trp Ala Leu Phe Met Val Thr Ser Cys Leu 
1 5 io 



ttg ctg gee teg gac tea gag ccc ctg aag tgt ttc tec cga aca ttt 
Leu Leu Ala Ser Asp Ser Glu Pro Leu Lys Cys Phe Ser Arg Thr Phe 
30 35 40 45 



49 



etc ctg gee cct caa aac ctg gec caa gtc age age caa gat gtc tec 97 
Leu Leu Ala Pro Gin Asn Leu Ala Gin Val Ser Ser Gin Asp Val Ser 
15 20 25 



145 



gag gac etc act tgc ttc tgg gat gag gaa gag gca gca ccc agt ggg 193 
Glu Asp Leu Thr Cys Phe Trp Asp Glu Glu Glu Ala Ala Pro Ser Gly 
50 55 60 

aca tac cag ctg ctg tat gec tac ccg ggg gag aag ccc cgt gec tgc 241 
Thr Tyr Gin Leu Leu Tyr Ala Tyr Pro Gly Glu Lys Pro Arg Ala Cys 
65 70 ' 75 

ccc ctg agt tct cag age gtg ccc cgc ttt gga acc cga tac gtg tgc 289 
Pro Leu Ser Ser Gin Ser Val Pro Arg Phe Gly Thr Arg Tyr Val Cys 
80 85 90 

cag ttt cca gec cag gaa gaa gtg cgt etc ttc tct ccg ctg cac etc 337 
Gin Phe Pro Ala Gin Glu Glu Val Arg Leu Phe Ser Pro Leu His Leu 
95 100 105 



ffi!E# 2005-3003389 
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tgg gtg aag aat gtg ttc eta aac cag act cag att cag cga gtc etc 385 
Trp Val Lys Asn Val Phe Leu Asn Gin Thr Gin He Gin Arg Val Leu 
110 115 120 125 

ttt gtg gac agt gta ggc ctg ccg get ccc ccc agt ate ate aag gee 433 
Phe Val Asp Ser Val Gly Leu Pro Ala Pro Pro Ser He He Lys Ala 
130 135 140 

atg ggt ggg age cag cca ggg gaa ctt cag ate age tgg gag gec cca 481 
Met Gly Gly Ser Gin Pro Gly Glu Leu Gin He Ser Trp Glu Ala Pro 
145 150 155 

get cca gaa ate agt gat ttc ctg agg tac gaa etc cgc tat ggc ccc 529 
Ala Pro Glu He Ser Asp Phe Leu Arg Tyr Glu Leu Arg Tyr Gly Pro 
160 165 170 

aaa gat etc aag aac tec act ggt ccc acg gtc ata cag ttg ate gee 577 
Lys Asp Leu Lys Asn Ser Thr Gly Pro Thr Val He Gin Leu He Ala 
175 180 185 

aca gaa acc tgc tgc cct get ctg cag agg cca cac tea gee tct get 625 
Thr Glu Thr Cys Cys Pro Ala Leu Gin Arg Pro His Ser Ala Ser Ala 
190 195 200 205 

ctg gac cag tct cca tgt get cag ccc aca atg ccc tgg caa gat gga 673 
Leu Asp Gin Ser Pro Cys Ala Gin Pro Thr Met Pro Trp Gin Asp Gly 
210 215 220 

cca aag cag acc tec cca act aga gaa get tea get ctg aca gca gtg 721 
Pro Lys Gin Thr Ser Pro Thr Arg Glu Ala Ser Ala Leu Thr Ala Val 
225 230 235 

ggt gga age tgc etc ate tea gga etc cag cct ggc aac tec tac tgg 769 
Gly Gly Ser Cys Leu He Ser Gly Leu Gin Pro Gly Asn Ser Tyr Trp 
240 245 250 

ctg cag ctg cgc age gaa cct gat ggg ate tec etc ggt ggc tec tgg 817 
Leu Gin Leu Arg Ser Glu Pro Asp Gly He Ser Leu Gly Gly Ser Trp 
255 260 265 

gga tec tgg tec etc cct gtg act gtg gac ctg cct gga gat gca gtg 865 
Gly Ser Trp Ser Leu Pro Val Thr Val Asp Leu Pro Gly Asp Ala Val 
270 275 280 * 285 

gca att gga ctg caa tgc ttt acc ttg gac ctg aag aat gtt acc tgt 913 
Ala He Gly Leu Gin Cys Phe Thr Leu Asp Leu Lys Asn Val Thr Cys 
290 295 300 

caa tgg cag caa gag gac cat get agt tec caa ggt ttc ttc tac cac 961 
Gin Trp Gin Gin Glu Asp His Ala Ser Ser Gin Gly Phe Phe Tyr His 
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63/ 



305 



310 



315 



age agg gca egg tgc tgc ccc aga gac agg tac ccc ate tgg gag gac 1009 
Ser Arg Ala Arg Cys Cys Pro Arg Asp Arg Tyr Pro He Trp Glu Asp 
320 325 330 

tgt gaa gag gaa gag aaa aca aat cca gga tta cag ace cca cag ttc 1057 
Cys Glu Glu Glu Glu Lys Thr Asn Pro Gly Leu Gin Thr Pro Gin Phe 
335 340 345 

tct cgc tgc cac ttc aag tea cga aat gac age gtt att cac ate ctt 1105 
Ser Arg Cys His Phe Lys Ser Arg Asn Asp Ser Val He His He Leu 
350 355 360 365 

gtg gag gtg acc aca gee ctg ggt get gtt cac agt tac ctg ggc tec 1153 
Val Glu Val Thr Thr Ala Leu Gly Ala Val His Ser Tyr Leu Gly Ser 
370 375 380 

cct ttc tgg ate cac cag get gtg cgc etc ccc acc cca aac ttg cac 1201 
Pro Phe Trp He His Gin Ala Val Arg Leu Pro Thr Pro Asn Leu His 
385 390 395 

tgg agg gag ate tec age ggg cat ctg gaa ttg gag tgg cag cac cca 1249 
Trp Arg Glu He Ser Ser Gly His Leu Glu Leu Glu Trp Gin His Pro 
400 405 410 

tea tec tgg gca gee caa gag acc tgc tat caa etc cga tac aca gga 1297 
Ser Ser Trp Ala Ala Gin Glu Thr Cys Tyr Gin Leu Arg Tyr Thr Gly 
41 5 420 425 

gaa ggc cat cag gac tgg aag gtg ctg gag ccg cct etc ggg gee cga 1345 
Glu Gly His Gin Asp Trp Lys Val Leu Glu Pro Pro Leu Gly Ala Are 
430 435 440 445 

?f ?f g JP C Ctg gag Ctg cgc ccg cga tct cgc tac c St tta cag ctg 1393 
Gly Gly Thr Leu Glu Leu Arg Pro Arg Ser Arg Tyr Arg Leu Gin Leu 

450 455 460 

cgc gee agg etc aat ggc ccc acc tac caa ggt ccc tgg age teg tgg 1441 
Arg Ala Arg Leu Asn Gly Pro Thr Tyr Gin Gly Pro Trp Ser Ser Trp 
465 470 475 

teg gac cca get agg gtg gag acc gec acc gag acc gec tgg att tec 1489 
Ser Asp Pro Ala Arg Val Glu Thr Ala Thr Glu Thr Ala Trp He Ser 
480 485 490 

T " g {£? ?h C ff r Ctg r Ctg ? ta T Ctg ggC Ctc agc gcc gtc ctg 8BC 1537 
Leu Val Thr Ala Leu Leu Leu Val Leu Gly Leu Ser Ala Val Leu Gly 

495 500 5 05 
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ctg ctg ctg ctg agg tgg cag ttt cct gca cac tac agg aga ctg agg 
Leu Leu Leu Leu Arg Trp Gin Phe Pro Ala His Tyr Arg Arg Leu Arg 
510 515 520 * " 525 



gat acc tgt gaa gaa gtg gaa ccc age etc ctt gaa ate etc ccc aag 
Asp Thr Cys Glu Glu Val Glu Pro Ser Leu Leu Glu He Leu Pro Lys 
560 565 570 



gee aac cat tec tac eta cca eta age tat tgg cag cag cct tga 
Ala Asn His Ser Tyr Leu Pro Leu Ser Tyr Trp Gin Gin Pro 
625 630 635 

gtcgac 



<210> 165 

<211> 635 

<212> PRT 

<213> Macaca fascicularis 

<400> 165 

Met Pro Ser Trp Ala Leu Phe Met Val Thr Ser Cys Leu Leu Leu Ala 
1 5 10 15 

Pro Gin Asn Leu Ala Gin Val Ser Ser Gin Asp Val Ser Leu Leu Ala 
20 25 30 

Ser Asp Ser Glu Pro Leu Lys Cys Phe Ser Arg Thr Phe Glu Asp Leu 
35 40 45 



^~~J : 64/ 
1585 



cat gec ctg tgg ccc tea ctt cca gat ctg cac cga gtc eta ggc cag 1633 
His Ala Leu Trp Pro Ser Leu Pro Asp Leu His Arg Val Leu Gly Gin 
530 535 * 540 

tac ctt agg gac act gca gee ctg agt ccg ccc aag gee aca gtc tea 1681 
Tyr Leu Arg Asp Thr Ala Ala Leu Ser Pro Pro Lys Ala Thr Val Ser 
545 550 555 



1729 



tec tea gag agg act cct ttg ccc ctg tgt tec tec cag tec cag atg 1777 
Ser Ser Glu Arg Thr Pro Leu Pro Leu Cys Ser Ser Gin Ser Gin Met 
575 580 585 

gac tac cga aga ttg cag cct tct tgc ctg ggg acc atg ccc ctg tct 1825 
Asp Tyr Arg Arg Leu Gin Pro Ser Cys Leu Gly Thr Met Pro Leu Ser 
590 595 600 605 

gtg tgc cca ccc atg get gag tea ggg tec tgc tgt acc acc cac att 1873 
Val Cys Pro Pro Met Ala Glu Ser Gly Ser Cys Cys Thr Thr His He 
610 615 620 



1918 



1924 
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Thr Cys Phe Trp Asp Glu Glu Glu Ala Ala Pro Ser Gly Thr Tyr Gin 
50 55 60 

Leu Leu Tyr Ala Tyr Pro Gly Glu Lys Pro Arg Ala Cys Pro Leu Ser 
65 70 75 go 

Ser Gin Ser Val Pro Arg Phe Gly Thr Arg Tyr Val Cys Gin Phe Pro 
85 90 ' 95 

Ala Gin Glu Glu Val Arg Leu Phe Ser Pro Leu His Leu Trp Val Lys 
100 105 no 

Asn Val Phe Leu Asn Gin Thr Gin He Gin Arg Val Leu Phe Val Asd 
115 120 125 

Ser Val Gly Leu Pro Ala Pro Pro Ser He He Lys Ala Met Gly Gly 

135 140 

Ser Gin Pro Gly Glu Leu Gin He Ser Trp Glu Ala Pro Ala Pro Glu 
145 150 155 160 

He Ser Asp Phe Leu Arg Tyr Glu Leu Arg Tyr Gly Pro Lys Asp Leu 
165 170 175 

Lys Asn Ser Thr Gly Pro Thr Val He Gin Leu He Ala Thr Glu Thr 
180 185 190 

Cys Cys Pro Ala Leu Gin Arg Pro His Ser Ala Ser Ala Leu Asp Gin 
195 200 205 

Ser Pro Cys Ala Gin Pro Thr Met Pro Trp Gin Asp Gly Pro Lys Gin 
210 215 220 

Thr Ser Pro Thr Arg Glu Ala Ser Ala Leu Thr Ala Val Gly Gly Ser 
225 230 235 240 

Cys Leu lie Ser Gly Leu Gin Pro Gly Asn Ser Tyr Trp Leu Gin Leu 
245 250 255 

Arg Ser Glu Pro Asp Gly He Ser Leu Gly Gly Ser Trp Gly Ser Trp 
260 265 270 

Ser Leu Pro Val Thr Val Asp Leu Pro Gly Asp Ala Val Ala He Gly 
275 280 . 285 

Leu Gin Cys Phe Thr Leu Asp Leu Lys Asn Val Thr Cys Gin Trp Gin 
290 295 300 

Gin Glu Asp His Ala Ser Ser Gin Gly Phe Phe Tyr His Ser Arg Ala 
305 310 315 320 

ffilE# 2005-3003389 
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Arg Cys Cys Pro Arg Asp Arg Tyr Pro He Trp Glu Asp Cys Glu Glu 
325 330 335 

Glu Glu Lys Thr Asn Pro Gly Leu Gin Thr Pro Gin Phe Ser Are Cvs 
340 345 350 

His Phe Lys Ser Arg Asn Asp Ser Val He His He Leu Val Glu Val 
355 360 365 

Thr Thr Ala Leu Gly Ala Val His Ser Tyr Leu Gly Ser Pro Phe Tro 
370 375 380 

He His Gin Ala Val Arg Leu Pro Thr Pro Asn Leu His Trp Arg Glu 
385 390 395 400 

He Ser Ser Gly His Leu Glu Leu Glu Trp Gin His Pro Ser Ser Trp 
405 410 415 

Ala Ala Gin Glu Thr Cys Tyr Gin Leu Arg Tyr Thr Gly Glu Gly His 
420 425 430 

Gin Asp Trp Lys Val Leu Glu Pro Pro Leu Gly Ala Arg Gly Gly Thr 
435 440 445 

Leu Glu Leu Arg Pro Arg Ser Arg Tyr Arg Leu Gin Leu Arg Ala Arg 
450 455 460 

Leu Asn Gly Pro Thr Tyr Gin Gly Pro Trp Ser Ser Trp Ser Asp Pro 
465 470 475 480 

Ala Arg Val Glu Thr Ala Thr Glu Thr Ala Trp He Ser Leu Val Thr 
485 490 495 

Ala Leu Leu Leu Val Leu Gly Leu Ser Ala Val Leu Gly Leu Leu Leu 
500 505 510 

Leu Arg Trp Gin Phe Pro Ala His Tyr Arg Arg Leu Arg His Ala Leu 
515 520 " 525 

Trp Pro Ser Leu Pro Asp Leu His Arg Val Leu Gly Gin Tyr Leu Are 
530 535 540 

Asp Thr Ala Ala Leu Ser Pro Pro Lys Ala Thr Val Ser Asp Thr Cys 
545 550 555 " 560 

Glu Glu Val Glu Pro Ser Leu Leu Glu He Leu Pro Lys Ser Ser Glu 
565 570 575 

Arg Thr Pro Leu Pro Leu Cys Ser Ser Gin Ser Gin Met Asp Tyr Arg 
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580 



585 



590 



Arg Leu Gin Pro Ser Cys Leu Gly Thr Met Pro Leu Ser Val Cys Pro 
595 600 605 

Pro Met Ala Glu Ser Gly Ser Cys Cys Thr Thr His He Ala Asn His 
61 0 615 620 

Ser Tyr Leu Pro Leu Ser Tyr Trp Gin Gin Pro 
625 630 635 



<210> 166 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized sequence 

<400> 166 

caggggccag tggatagact gatg 24 



<210> 167 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized sequence 

<400> 167 

gctcactgga tggtgggaag atg 23 



<210> 168 

<211> 30 

<212> DNA 

<213> Artificial 



<220> 

<223> an artificially synthesized primer sequence 
<400> 168 

tagaattcca ccatggaatg gcctttgatc 



<210> 169 
<211> 56 
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<212> DNA 
<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 169 

agcctgagtc atcacaatat.ccgatccgcc tccacctgca gagacagtga ccagag 

<210> 170 

<211> 56 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 170 

actctggtca ctgtctctgc aggtggaggc ggatcggata ttgtgatgac tcaggc 

<210> 171 

<211> 60 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 171 

attgcggccg cttatcactt atcgtcgtca tccttgtagt cttttatttc cagcttggtc 

<210> 172 

<211> 8 

<212> PRT 

<213> Artificial 

<220> 

<223> an artificially synthesized FLAG tag sequence 
<400> 172 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 

<210> 173 
<211> 85 
<212> DNA 



68/ 



56 
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<213> Artificial 
<220> 

<223> an artificially synthesized primer sequence 
<400> 173 

tagaattcca ccatggaatg gcctttgatc tttctcttcc tcctgtcagg aactgcaggt 
gtccactccc aggttcagct gcagc 

<210> 174 

<211> 82 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 174 

tggtcactgt ctctgcaggt ggtggtggtt cgggtggtgg tggttcgggt ggtggcggat 60 
cggatattgt gatgactcag gc 

<210> 175 

<211> 82 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 175 

tgagtcatca caatatccga tccgccacca cccgaaccac caccacccga accaccacca 
cctgcagaga cagtgaccag ag 

<210> 176 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 176 

caggttcagc tgcagcagtc tggac 
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60 
85 



60 
82 
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<210> 177 

<211> 81 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 177 

gctgcagctg aacctgcgat ccaccgcctc ccgaaccacc accacccgat ccaccacctc 
cttttatttc cagcttggtc c 

<210> 178 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 178 

gcccagccgg ccatggcgga kgtrmagctt caggagtc 

<210> 179 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 179 

gcccagccgg ccatggcgga ggtbcagctb cagcagtc 

<210> 180 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 180 

gcccagccgg ccatggcgca ggtgcagctg aagsastc 

ffi|E# 2005-3003389 
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<210> 181 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 181 

gcccagccgg ccatggcgga ggtccarctg caacartc 

<210> 182 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 182 

gcccagccgg ccatggcgca ggtycagctb cagcartc 

<210> 183 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 183 

gcccagccgg ccatggcgca ggtycarctg cagcagtc 

<210> 184 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 184 

gcccagccgg ccatggcgca ggtccacgtg aagcagtc 



<210> 185 



#H 2003-415746 

<211> 38 
<212> DNA 
<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 185 

gcccagccgg ccatggcgga ggtgaasstg gtggaatc 

<210> 186 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 186 

gcccagccgg ccatggcgga vgtgawgytg gtggagtc 

<210> 187 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 187 

gcccagccgg ccatggcgga ggtgcagskg gtggagtc 

<210> 188 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 188 

gcccagccgg ccatggcgga kgtgcamctg gtggagtc 

<210> 189 
<211> 38 
<212> DNA 



#M 2003-415746 

<213> Artificial 
<220> 

<223> an artificially synthesized primer sequence 
<400> 189 

gcccagccgg ccatggcgga ggtgaagctg atggartc 

<210> 190 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 190 

gcccagccgg ccatggcgga ggtgcarctt gttgagtc 

<210> 191 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 191 

gcccagccgg ccatggcgga rgtraagctt ctcgagtc 

<210> 192 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 192 

gcccagccgg ccatggcgga agtgaarstt gaggagtc 

<210> 193 

<211> 40 

<212> DNA 

<213> Artificial 



#12003-415746 

<220> 

<223> an artificially synthesized primer sequence 
<400> 193 

gcccagccgg ccatggcgca ggttactctr aaagwgtstg 

<210> 194 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 194 

gcccagccgg ccatggcgca ggtccaactv cagcarcc 38 

<210> 195 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 195 

gcccagccgg ccatggcgga tgtgaacttg gaagtgtc 38 

<210> 196 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 196 

gcccagccgg ccatggcgga ggtgaaggtc atcgagtc 38 

<210> 197 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

ffi|E# 2005-3003389 
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40 
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<400> 197 

ggagccgccg ccgcccgagg aaacggtgac cgtggt 

<210> 198 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 198 

ggagccgccg ccgcccgagg agactgtgag agtggt 

<210> 199 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 199 

ggagccgccg ccgcccgcag agacagtgac cagagt 

<210> 200 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 200 

ggagccgccg ccgcccgagg agacggtgac tgaggt 

<210> 201 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 201 



#M 2003-415746 
ggcggcggcg gctccgayat ccagctgact cagcc 



<210> 202 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 202 

ggcggcggcg gctccgayat tgttctcwcc cagtc 

<210> 203 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 203 

ggcggcggcg gctccgayat tgtgmtmact cagtc 

<210> 204 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 204 

ggcggcggcg gctccgayat tgtgytraca cagtc 

<210> 205 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 205 

ggcggcggcg gctccgayat tgtratgacm cagtc 
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<210> 206 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 206 

ggcggcggcg gctccgayat tmagatramc cagtc 

<210> 207 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 207 

ggcggcggcg gctccgayat tcagatgayd cagtc 

<210> 208 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 208 

ggcggcggcg gctccgayat ycagatgaca cagac 

<210> 209 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 209 

ggcggcggcg gctccgayat tgttctcawc cagtc 



<210> 210 
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<211> 35 
<212> DNA 
<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 210 

ggcggcggcg gctccgayat tgwgctsacc caatc 

<210> 211 

<2U> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 211 

ggcggcggcg gctccgayat tstratgacc carte 

<210> 212 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 212 

ggcggcggcg gctccgayrt tktgatgacc carac 

<210> 213 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 213 

ggcggcggcg gctccgayat tgtgatgacb cagkc 



<210> 214 
<211> 35 
<212> DNA 
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<213> Artificial 



<220> 



<223> an artificially synthesized primer sequence 



<400> 214 

ggcggcggcg gctccgayat tgtgataacy cagga 



35 



<210> 215 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 215 

ggcggcggcg gctccgayat tgtgatgacc cagwt 35 

<210> 216 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 216 

ggcggcggcg gctccgayat tgtgatgaca caacc 35 

<210> 217 

<211> 35 

<212> DNA 

<213> Artificial 



<220> 
<223> 



an artificially synthesized primer sequence 



<400> 217 

ggcggcggcg gctccgayat tttgctgact cagtc 



35 



<210> 218 
<211> 38 
<212> DNA 



<213> Artificial 
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<220> 

<223> an artificially synthesized primer sequence 
<400> 218 

ggcggcggcg gctccgatgc tgttgtgact caggaatc 

<210> 219 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 219 

ggaattcggc ccccgaggcc ttgatttcca gcttgg 

<210> 220 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 220 

ggaattcggc ccccgaggcc tttatttcca gcttgg 

<210> 221 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 221 

ggaattcggc ccccgaggcc tttatttcca actttg 

<210> 222 

<211> 36 

<212> DNA 

<213> Artificial 



<220> 

<223> an artificially synthesized primer 



sequence 
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<400> 222 

ggaattcggc ccccgaggcc ttcagctcca gcttgg 

<210> 223 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 223 

ggaattcggc ccccgaggcc cctaggacag tcagtttgg 

<210> 224 

<211> 27 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized sequence 
<400> 224 

ttactcgcgg cccagccggc catggcg 

<210> 225 

<211> 17 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized sequence 

<400> 225 
ggaattcggc ccccgag 

<210> 226 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized sequence 
<400> 226 



#H 2003-415746 



^-v: 82/E 



tcacttacag gctctctact 

<210> 227 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized sequence 
<400> 227 

caggtggggt ctttcattcc 
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[HI] 



EcoRJ 



dbVB22B 



— 1 ► C k. 




i 






VL | 



PvuD 



(Gly.Ser) 
B 



1 



PCRffl&S. 



Pvu n 



FLAGEJ1J 

* r D 

Not I 



scVB22B IM^i VT, g 



FLAGE59 




(Gly,Ser) 3 



U>A— (Gly 4 Sei) 3 



■J>*-(Gly 4 Ser) 3 



FLAGE5IJ 



£B!E#2 005-3003389 



#0 2003-415746 

[0 2] 

CHO-human Mp l 




""'L "I, ' >■•••<•>( . . .TTT7T 

M 1 10 1 Id" 1 

FITC LOG 



CHO-monkev Mp l 




t i i 1 1 1 M 

10» 



' 1 > I ><ll| | | | ,,llt] , 

10' ln» 

FITC LOG 



2/ 



CHO-mouse Mp l 




""I i i i 1 1 mi 
10 3 10* 



FITC LOG 



"L. 



CHO 




""I . 1 ' 1 "I'll I I I I llltl 

10' 10 1 1D» 

FITC LOG 



tBSE#2 005-3003389 



4f M 2003-415746 



[0 3 J 
1.6 




tbiE#2 005-3003389 



#H 2003-415746 



s 1 



CO 




0.0001 0.001 0.01 
[HI 6] 



i_ 

0.1 

;Jg(nM) 



10 



100 



VA7 

VA130 

VA259 

VB17B 

VB12B 

VB140 

VB33 

VB45B 

VB8B 

VB115 

VB14B 

VB22B 

VB16 

VB157 

VB4B 

VB51 



VA7 

VA130 

VA259 

VB17B 

VB12B 

"VB140 

VB33 

VB45B 

VB8B 

VB115 

VB14B 

VB22B 

VB16 

VB157 

VB4B 

VB51 



QVQLQQSGPELVKPGAS VKI SCKASGYAFS 
QVQLQQS GPELVKPGAS VKI S CKAS GYAFS 
QVQLQQSGPELVKPGAS VKI SCKASGYAFS 
QVQLQQSGPELVKPGAS VKI SCKASGYTFS 
QVQLQQSGPELVKPGAS VKI SCKASGYAFS 
QVQLQQSGPELVKPGAS VKI SCRAFGYAFS 
QVQLQQPGAELVKPGASVKLSCKASGYTFT 
QVQLQQSGPELVKPGAS VKISCKASGYAFS 
QVQLQQSGPELVKPGAS VKISCKASGYAFS 
QVQLQQS GPELVKPGAS VKI S CKASGYAFS 
QVQLQQSGPELLNPGASVKI SCKASGYAFS 
QVQLQQSGPELVKPGAS VKI SCKASGYAFT 
QVQLQQPGTELVRPGASVKLSCKASGYTFT 
QVQLQQPGAELVKPGASVKLSCKASGYTFT 
QVQLQQSGPELVKPGAS VKI SCKASGYAFT 
QVQLQQS GPELVKPGAS VKI SCKAS GYAFS 



CDR1 



CDR2 



SSWMN WVKQRPGKGLEWIG 
SSWMN WVKQRPGKGLEWIG 
SSWMN WVKQRPGKGLEWIG 
SSWMN WVKQRPGKGLEWIG 
RSWMN WVKQRPGKGLEWIG 
NSWMN WVKQRPGKGLEWIG 
NYWVN WVKQRPGRGLEWIG 
SSWMN WVKQRPGKGLEWIG 
TSWMN WVKQRPGKGLEWIG 
SSWMN WVKQRPGKGPEWIG 
RSWMN WVKQRPGKGLEWIG 
NSWMN WVKQRPGKGLEWIG 
DYWVN WVKQRPGRGLEWIG 
DYWMN WVKQRPGRGLEWIG 
NSWMN WVRQRPGKGLEWIG 
NSWMN | WVNQRPGKGLEWIG 

CDR3 



RTY PGDGDTNYNGKFKG 

RI Y PGDGDTNYNGKFKG 

RIYPGDGETNYNGKFKG 

RIYPGDGDTNYNGKFKG 

RIYPGDGDTNYNGKFKG 

RIYPGDGETNNNGKFKG 

RIHPSDSETHCNQKFKR 

RIYPGDGETNNNGKFKG 

RIYPGDGEANYNGKFKG 

RIYPGDGETNYNGKFKG 

RIYPGDGETNYNGKFKG 

RI Y PGDGE T I YNGKFR V 

RI HPYDSE THYNQKFKN 

RIHPFDSETHCSQKFKN 

RIYPGDGETIYNGKFRV 

RIYPGDGDTIYNGNFKG 



KATLTADKS S S T AYMQLS S LTS E DS AVY FCAS 
KAT LTADKS S S TAYMQLS S LT S EDS AVY FCAS 
KATLTADKSSSTAYMQLSSLTSEDSAVYFCAR 
KATLTVNKSSSTAYIQLHSLTSEDSAVYYCT- 
KATLTADKSSTTAYMQLSSLTSEDSAVYFCAR 
KATLTADKS S S SAYMQLS SLTSE DS AVYFCAR 
KATLTADKS S ST VYMQLS SLTSE DS AVY FCAR 
KATLTADKSSTTAYMQFSSLTSEDSAVYFCAR 
KATLTADKSSSTAYMDISSLTSEDSAVYFCAR 
KATLTVDKSSSTAYIQLSSLTSEDSAVYYCAS 
KATLTVDKSSNTAYI QFS SLTSEDS AVYYCS S 
KATLTADKS S S TAYME I S S L TSE DS AVY FCAR 

KATLTADKSS SIAYMQLSSLTSEDSAVYFCTS 



. GWILADGG YS FAY 


WGQGTLVTVSA 


GYAD- 


YSFAY 


WGQGTLVTVSA 


GFGD- 


YSFAY 


WGQGTLVTVSA 


GYAD- 


YSFAY 


WGQGTLVTVSA 


GYDD- 


YSFAY 


WGQGTLVTVSA 


GYGD- 


YSFAY 


WGQGTLVTVSA 






WGQGTLVTVSA 


GYGD- 


YSFAY 


WGQGTLVTVSA 


GYGD- 


YSFAY 


WGQGTLVTVSA 


GYGD- 


YSFAY 


WGQGTLVTVSA 


GDGD- 


YSFAY 


WGQGTLVTVSA 


GYDD- 


YSFAY 


WGQGTLVTVSA 




FAS 


WGQGTLVTVSA 






WGQGTLVTVSA 


GYDD- 


YSFAY 


WGQGTLVTVSA 


GYDD- 


YSFAY 


WGQGTLVTVSA 
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VA7 

VA130 

VA259 

VB17B 

VB12B 

VB140 

VB33 

VB45B 

VB8B 

VB115 

VB14B 

VB22B 

VB16 

VB157 

VB4B 

VB51 



VA7 

VA130 
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VB12B 

VB140 

VB33 

VB45B 
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VB157 
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VB51 



DIVMTQAAPS IPVTPGESVSISC 
DIVMTQAAPSVPVTPGESVSISC 
DIVMTQAAPSVPVTPGESVSISC 
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